O EE D00 U DOEDE-CHOKHHIMDOL DO T WDD-DD

MGV-GENOME-0221266:1-31,123 (+)

D D)V » HCHKHPHID-IDO-DADDNEW-DD

MGV-GENOME-0209781:1-29,709 (+)

MGV-GENOME-0183069: 1-25,050 (+)

) D)WY CEOEHOKIDORIDMNIDNO- LMD OD-DD

MGV-GENOME-0205893: 1-28,731 (+)

D)/ B CEO-OKIDORIBINDOL DO SDD-0D

MGV-GENOME-0214782:1-27,861 (+)

O EE D00 OO KIDOREIMNIDOADNMODL DD-DD

MGV-GENOME-0201271:1-28,194 (+)

MGV-GENOME-0224282:1-29,499 (+)

D)/ B WY COEDDORAIDMNIO-L OO DD

MGV-GENOME-0212869:1-26,514 (+)

MGV-GENOME-0257131: 1-27,320 (+)

D D)V I I Y I B I ) VY e B

MGV-GENOME-0202718:1-28,459 (+)

MGV-GENOME-0203850: 1-28,556 (+)

PO IEDODN O DO KDOROWIDOA IO OWD-DD

uvig 28754:1-29,597 (+)

uvig_29106: 1-40,534 (+)

D D) /DY CESCHKHKBDD- OO DD-DD

MGV-GENOME-0204306: 1-28,302 (+)

D)/ B VY ) XKD LDHDDIT OMDD-DD

MGV-GENOME-0206087:1-28,818 (+)

MGV-GENOME-0181359:1-22,172 (+)

D)/ B WY ORI INOLDC MD-DD

MGV-GENOME-0208618:1-29,395 (+)

MGV-GENOME-0202882: 1-28,485 (+)

D, D) YD W O O-CKRKDRINIO-LDRO DI DD-DD

MGV-GENOME-0222213:1-28,952 (+)

MGV-GENOME-0173671:1-23,722 (+)

) D)V OO RD-DD

MGV-GENOME-0210234: 1-25,953 (+)

2 D ONEPDODE SOOI IO 0D

MGV-GENOME-4421806: 1-24,334 (+)

O EE D00 CED DI IO ODDD

MGV-GENOME-0244415:1-25,036 (+)

O O ONEPDODE S DBRED DA DI WOD-DD

MGV-GENOME-0271271:1-26,720 (+)

O D ONEPDODE— SUEDOMNO-LIROIN DD

L
uvig 411955:1-24,977 (+)

O EE D00 CEDHO-DORDLE WD-DD

MGV-GENOME-0223383: 1-25,872 (+)

D D)V OEOOR-IE-LDNOL DD

MGV-GENOME-0273895: 1-25,726 (+)

2 O ONEPODODED- DRI DRI SD-DD

MGV-GENOME-0170075: 1-23,210 (+)

O EE SHECODOEDRIDMMIOA RO DD-OD

1 —
MGV-GENOME-0160073:1-21,827 (+)

C O D ONEPDODE SUED-DIKIBMIDOA DD SWD-DD

MGV-GENOME-0210862: 1-25,828 (+)

O D ONEEDDDEDARBMOA DRI DD

1 L
MGV-GENOME-0169174:1-23,080 (+)

O EE D00 O OXAHDE DA ORI KDIKIMRIO- LD W00

uvig_252459:1-38,996 (+)

D) BV U OD-CHOKHDHI-WDOLIMOIB_WD-DD

uvig 455442:1-30,062 (+)

D D)) B WY OO DKM DD WO-DD

uvig_60534:1-32,189 (+)

EOEEONCDOON DEHEHRHRA-DIO-DINDDE ONINDDID

ivig_1988:1-28,441 (+)

) D)WY U D EODD-OECIKKHXDH-IDOAINOLIEL MDD

uvig 458853_:1-35,757 (+)

2 O ONEPDODEDEN RN DD ID-DD

MGV-GENOME-0166719:1-22,742 (+)

MGV-GENOME-0172736:1-23,584 (+)

uvig 162038:1-29,468 (+)

D)/ B WY

|

uvig 83908:1-38,012 (+)

|

IMGVR_UViG_3300045988_144934|3300045988|Ga0495776_153198:1-37,651 (+)

%

IMGVR_UViG_3300045988_139794|3300045988|Ga0495776_154201:1-36,964 (+)

%

IMGVR_UViG_3300045988_142175|3300045988|Ga0495776_153402: 1-36,057 (+)

uvig_155969:1-36,705 (+)

|

IMGVR_UViG_3300045988_142983|3300045988|Ga0495776_126969: 1-36,647 (+)

|

uvig 156275:1-37,052 (+)

IMGVR_UViG_3300045988_139673|3300045988|Ga0495776_143611:1-35,200 (+)

%

uvig 463332:1-39,838 (+)

D)D) Ui

IMGVR_UViG_3300029185_000074|3300029185|Ga0168712_100041[167917-203999: 1-36,083 (+)

uvig_448050: 1-36,423 (+)

%

IMGVR_UViG_3300045988_145142|3300045988|Ga0495776_187828: 1-42,404 (+)

|

MGV-GENOME-0254767:1-36,060 (+)

|

MGV-GENOME-0252153: 1-36,866 (+)

|

uvig 161351:1-36,302 (+)

uvig_164961:1-37,556 (+)

00 o0Qggogad

ivig_1938:1-36,268 (+)

|

uvig 192065:1-39,541 (+)

|

IMGVR_UViG_3300029656_000147|3300029656|Ga0245165_100164(31042-67844:1-36,803 (+)

%

%

IMGVR_UViG_3300045988_147895|3300045988|Ga0495776_173122:1-37,512 (+)

%

IMGVR_UViG_3300045988_145205|3300045988|Ga0495776_044417:1-37,214 (+)

|

MGV-GENOME-0252828: 1-37,214 (+)

|

IMGVR_UViG_3300045988_140591|3300045988|Ga0495776_154343: 1-37,081 (+)

|

MGV-GENOME-0256138:1-37,785 (+)

MGV-GENOME-0268824: 1-36,808 (+)

i

IMGVR_UViG_3300045988_130593|3300045988|Ga0495776_146748:1-37,091 (+)

|

uvig_47033:1-41,046 (+)

|

uvig 41193:1-41,268 (+)

|

MGV-GENOME-0271695: 1-34,257 (+)

|

MGV-GENOME-0237829:1-33,579 (+)

|

MGV-GENOME-0233709: 1-33,203 (+)

MGV-GENOME-0274055: 1-31,754 (+)

|

MGV-GENOME-0292236:1-32,214 (+)

|

MGV-GENOME-0245402: 1-33,154 (+)

Qg oguoguogogd

MGV-GENOME-0275190: 1-32,694 (+)

|

—
IMGVR_UViG_3300045988_136186|3300045988|Ga0495776_063567: 1-33,982 (+)

I I Ve )V ) e Y B I R Y e b
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|

MGV-GENOME-0221492:1-31,809 (+)

|

MGV-GENOME-0217600: 1-31,133 (+)

|

MGV-GENOME-0245919: 1-32,824 (+)

|

MGV-GENOME-0267360: 1-33,624 (+)

uvig 298316:1-33,566 (+)

O EE D00

MGV-GENOME-0222396: 1-31,965 (+)

MGV-GENOME-0282672:1-31,476 (+)

D)/ B WY

uvig 127386:1-45,886 (+)

O EE D00

MGV-GENOME-0297107: 1-38,610 (+)

D D)WY

IMGVR_UViG_3300029385_000156/3300029385|Ga0243985_1000821: 1-38,959 (+)

D)/ B U PP ENDED- O KIKHKID-IDO-UDAH D SI0D

IMGVR_UViG_3300029424_000318|3300029424|Ga0243789_1000426|1-37437: 1-37,437 (+)

O EE D00 U DDA OCKIKHKD-IDOA KB W00

IMGVR_UViG_3300029413_000085|3300029413|Ga0243792_1000578: 1-37,670 (+)

D D)WY U

uvig 440756_:1-51,800 (+)

D)/ B WY U

SAMNO06164929_al_ct139703 _vs1:1-50,650 (+)

O EE D00

uvig_184752:1-47,975 (+)

uvig_105150: 1-47,505 (+)

D) /B

uvig_309428: 1-43,126 (+)

) D)/ B
D) /DY

uvig 203970: 1-50,401 (+)

uvig 298207:1-48,548 (+)

|

%

IMGVR_UViG_3300029389_000013|3300029389|Ga0243995_1000469: 1-39,350 (+)

|

uvig 449455:1-41,027 (+)

|

uvig 333241:1-38,879 (+)

|

MGV-GENOME-0251065:1-36,911 (+)

MGV-GENOME-0244745:1-35,908 (+)

|

ivig_469:1-37,682 (+)

slvEvEvEsle

|

—
IMGVR_UViG_3300045988_133940|3300045988|Ga0495776_172222:1-36,602 (+)

%

IMGVR_UViG_3300045988_142893|3300045988|Ga0495776_153902: 1-35,718 (+)

|

MGV-GENOME-0245954: 1-36,090 (+)

uvig_382880: 1-38,295 (+)

l

uvig 367827:1-42,590 (+)

|

IMGVR_UViG_3300045988_142842|3300045988|Ga0495776_159248:1-35,795 (+)

MGV-GENOME-0312692: 1-35,795 (+)

|

IMGVR_UViG_3300045988_150382|3300045988|Ga0495776_172761: 1-40,493 (+)

|

MGV-GENOME-0282407: 1-40,674 (+)

IMGVR_UViG_3300045988_146069|3300045988|Ga0495776_162421:1-40,002 (+)

|

MGV-GENOME-0240839: 1-33,228 (+)

E%@

MGV-GENOME-0230872: 1-33,487 (+)

MGV-GENOME-0286487: 1-40,585 (+)

|

MGV-GENOME-0291278:1-44,572 (+)

uvig_11958:1-45,608 (+)

O EE D00 )
O

MGV-GENOME-0298623: 1-43,870 (+)

D, D)) YDV

IMGVR_UViG_3300011008_002801|3300011008|Ga0139362_1000029(89491-124049: 1-34,559 (+)

D D)) DN U O MDD OO STDINEDNHDDD

IMGVR_UViG_3300020011_000256|3300020011|Ga0207351_1251[89491-124130: 1-34,640 (+)

) D)) YD

TemPhD_cluster_30360: 1-37,175 (+)

U
O B ONED0N ORI -<HDEM-IBO- RO DLIPEDID-DD
O

TemPhD_cluster_37292 :1-37,275 (+)

D)) VD

IMGVR_UViG_3300029441_000355|3300029441|Ga0243753_1000253]46987-85759: 1-38,773 (+)

) D)) YD O ODEONDEECR-HME- B RO EDO-DD

MGV-GENOME-0241895: 1-33,776 (+)

) D)) YD O ODE-C-HMENIDBO- DO IEDINNNDD

MGV-GENOME-0216923:1-31,012 (+)

uvig_549484:1-39,622 (+)
k 20000 nt {

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA
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