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- .-
MGV-GENOME-0161200: 1-21,979 (+)

ORI T KK K OO KK

-
MGV-GENOME-0143304: 1-19,667 (-)

A OEAAAEE O O KK X HOCOKEET K

- -
MGV-GENOME-0159148:1-21,704 (-)

OO O O K K HOOEECCK
MGV-GENOME-0147679:1-20,192 (-)
MGV-GENOME-0137297:1-18,979 (-)

OO O KK KK OO KK KK

uvig 56523:1-28,265 (-)

OO OETAR K T T KK KK HOCOEEE A KK

- .-
MGV-GENOME-0201653: 1-28,265 (-)

-CKEHOOKEIAE I O K KK HOOEERC A KKK

-_ .-
MGV-GENOME-0230041: 1-26,919 (-)

—CCKKHOOEAAAEC TS O O KK HCOCKEE

- -
MGV-GENOME-4349849:1-18,178 (+)

KOO OEEE T KK K HOCERERI KA KKK

- .-
MGV-GENOME-0189820: 1-26,225 (-)

CEOAEEEIEC T KK K O KK |
MGV-GENOME-0171071:1-23,349 (+)

[ =K KK KK ¢ ]
MGV-GENOME-0170812:1-23,311 (-)
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MG\/—GEN-OME—0202106: 1-25,947 (-)

CHEOOEEgEC I e K K OO R

- .-
MGV-GENOME-0183914: 1-25,272 (-)

OGO KK KK OO KX

-— -
MGV-GENOME-0187545:1-25,849 (-)

GHOOEEEC T K KK O U O O O .

MOV-GENOME-0147110: 1-20,120 (-
| O O HCCK KKK KKK ( K
MGV-GENOME-0181494: 1-04,896 ()

KGO E T O O KK OO KKK

MGV-GENOME-0191344: 1-20,720 (+)
| =K KKK K
O O O KKK KKK KT
SAMNO6165058_a1 Ct94109 vsT: 1-19,121 ()
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MGV-GENOME-0158196:1-21,579 (-)
k 10000 nt 1
defence (PADLOC) virulence (VFDB)

MGV-GENOME-0146873:1-20,089 (-)




