A A

SRS076764_al_ct26413_vs1:1-35,828 (+)

IMGVR_UViG_3300006460_000026|3300006460|Ga0100061_100583: 1-29,799 (+)
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SRS143253_ a1 ct30487:1-33,420 (+)

0l VR DGYE DD DY b B e N W)

SRS014470 a1 ct40223 vs1:1-22,146 (+)
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SRS022077_a1_ct33331_vs01: 1-33,358 (+)

A N

|

IMGVR_UViG_3300008283_000103|3300008283|Ga0110914_100369: 1-35,170 (+)
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A

IMGVR_UViG_7000000367_000047|7000000367|SRS048791_LANL scaffold_43465:1-32,897 (+

A A

|

IMGVR_UViG_3300008490_000002|3300008490|Ga0115197_1000568: 1-32,894 (+)
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IMGVR_UViG_3300007979_000025|3300007979|Ga0114002_100486: 1-29,591 (+)

IMGVR_UViG_3300008515_000032|3300008515|Ga0115189_1000342: 1-30,986 (+)

YOO OO0 O DT E-DIDN-DIBOE—

IMGVR_UViG_7000000009_000053|7000000009|SRS018300_Baylor_scaffold_35971:1-31,945 (+)

A N

IMGVR_UViG_3300045988_129732|3300045988|Ga0495776_159756:1-33,537 (+)
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A

MGV-GENOME-0238693: 1-33,537 (+)

b

P ODEOPDL DA o0 SPBANT DODEDD DD DD OIMED- WD

IMGVR_UViG_3300045988_119589|3300045988|Ga0495776_061444:1-32,984 (+)

IMGVR_UViG_3300045988_088342|3300045988|Ga0495776_145824:1-32,218 (+)

MGV-GENOME-0246231:1-32,218 (+)

MGV-GENOME-0226499: 1-30,403 (+)

A

IMGVR_UViG_3300008621_000022|3300008621|Ga0115613_1000338: 1-39,279 (+)

b

IMGVR_UViG_3300008125_000020|3300008125|Ga0114856_1000444: 1-33,911 (+)

K KK =00

b

SRS047219_al_ct90892_vs1:1-34,020 (+)

A N

IMGVR_UViG_3300007966_000015|3300007966|Ga0105959_100445: 1-34,006 (+)
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