oD OPXDKHHEIA IO A KK KKRACD

MGV-GENOME-0285014: 1-36,800 (+)

oD O DDIEHHRRACKKK R I-CERAKK KK KKK

MGV-GENOME-4419855:1-35,189 (+)

O OPDIEHRKHME K ;OO - KK KA KHD

IMGVR_UViG_3300000298_000005|3300000298|EM350_1000357: 1738I363( +)

oD XD K EO—D AR KK KR D

Ma_2019_SRR413602_NODE_416_length_43010_cov_12.715749:1-43 OlO( )

oD OOXDHHAIAK K O— DDA KK KKK

uvig 329806: 1-43,010 (+)

O OPXIE-HHEKIAC . AR A KK KKK

IMGVR_UViG_3300029772_000252|3300029772|Ga0245 1667100045\241415—61606: 1-37,192 (+)

I/ I/ /4, 50 O SO O 0 7 o O (O (0 (1 KK KRICD

uvig_91158:1-38,192 (+)

L ODE OUEHHREIRCC UMD H-CHEKK KK KKK

MGV-GENOME-0258568:1-36,121 (+)

O SPIBEHKEKICK (DDA KK KK

\MG\/R)J\/iGjSOOOlO1637000082|33OOO1O163\630136175710003661! 1-39,508 (+) =

oD OPAERKHACKKIAC KA O-HEDO OO O O KK

KX

1
IMGVR_UViG_3300029886_000137|3300029886|Ga0245330_100041(171397-221402: 1-50,006 (+)

I/ IS D/ DA a0 O 4 O O 1 'y (D, O O (Y KK KKK

IMGVR _UViG_2899584989_000008 2899584989\2899585093|137(’:5 1-175595:1-37,945 (+)

KK

uvig 392797:1-53,524 (+)

oD PRI R KK KKOEKCD

MGV-GENOME-0311943: 1-34,623 (+)

MGV-GENOME-0307576:1-32,776 (+)

I/ I € 0O 4 O O O 1 W O O O O (O 0 KK KKK KD

IMGVR_UViG_3300045988_163519|3300045988|Ga0495776_184392: I1741780 (+)

oD PRI MDA KX KKOKCD

IMGVR_UViG_3300029577_000388|3300029577|Ga0244883_100130| 10805-486501 1-37,846 (+)

D PR R DK KK KIOKKC KD

1
MGV-GENOME-0245065:1-35,955 (+)

I, S D 4, M2 0 4 O O N (1 O O O OO N KK KKK KD

SRS077194 al ct22822 vs1:1-42,451 (+)

oD DDA KA KK KKOKICKD

uvig_152 _:1-39,781 (+)

I/ D, /4, O 0 4 O SO SN 5 0 ¥ SO N (O KK KKK KD

1
MGV-GENOME-0267398: 1-38,923 (+)

O O PXIE— KKK KD KK KIAKKCKD

IMGVR_UViG_3300045988_136555|3300045988|Ga0495776_154059: 1—58135 (+)
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I




