SAMNO0791986_al_ct15489_vs1:1-40,766 (+)

uvig_333770:1-36,472 (+)

uvig 234205:1-34,787 (+)

uvig 333732:1-35,614 (+)

D0 ORI R DA KK FAOBOKKC KD

uvig 223799:1-35,171 (+)

uvig_144761:1-30,934 (+)

o0 ORI K-EDDCEOIAKKE KD

MGV-GENOME-0196409: 1-27,334 (+)

uvig 481511:1-27,334 (+)

uvig 142211:1-40,055 (+)

o0 ORI IKHDD———K KK =B KD

SRS015782_al_ct13804_vs01: 1-37,464 (+)

uvig_244943:1-35,889 (+)

uvig_479260:1-36,325 (+)

MGV-GENOME-0196468: 1-27,348 (+)

Han_2018_ERR1398201_NODE 418 length_37483_cov_216.962007: 1-37,483 (+)

oD O MDD KK AKX KD

uvig_22355:1-36,871 (+)

MGV-GENOME-0200306: 1-25,747 (+)

uvig 532540:1-33,243 (+)

uvig 301674:1-33,540 (+)

MGV-GENOME-0198393:1-26,652 (+)

a P OEEP-EBIAEI KD

uvig 468044:1-36,570 (+)

k 10000 nt {

virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA pseudogene
I I




