
MGV-GENOME-0326151: 1-57,162 (+)

SAMEA2737747_b1_ct60_vs2: 1-58,450 (+)

MGV-GENOME-0324432: 1-50,218 (+)

IMGVR_UViG_3300045988_048860|3300045988|Ga0495776_147300: 1-50,218 (+)

MGV-GENOME-0329210: 1-58,622 (+)

IMGVR_UViG_3300045988_130490|3300045988|Ga0495776_074119: 1-58,622 (+)

MGV-GENOME-0282772: 1-42,788 (+)

OTU_615: 1-61,725 (+)

IMGVR_UViG_3300045988_122285|3300045988|Ga0495776_051623: 1-66,884 (+)

MGV-GENOME-0341382: 1-66,884 (+)

IMGVR_UViG_3300029700_000076|3300029700|Ga0245207_100383: 1-71,752 (+)

MGV-GENOME-0363531: 1-87,277 (+)

MGV-GENOME-0302347: 1-47,334 (+)

IMGVR_UViG_3300045988_128573|3300045988|Ga0495776_072274: 1-71,482 (+)

MGV-GENOME-0345595: 1-71,482 (+)

IMGVR_UViG_3300045988_186729|3300045988|Ga0495776_122560|1-84165: 1-84,165 (+)

uvig_467692: 1-81,263 (+)

IMGVR_UViG_3300045988_073907|3300045988|Ga0495776_177574: 1-53,447 (+)

OTU_1251: 1-46,451 (+)

MGV-GENOME-4417085: 1-40,376 (+)

MGV-GENOME-0270842: 1-40,445 (+)

30000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


