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MGV-GENOME-0170000: 1-20,484 (+)

MGV-GENOME-0152782:1-20,864 (+)

MGV-GENOME-0164267:1-20,451 (+)

MGV-GENOME-0175104: 1-22,662 (+)
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MGV-GENOME-0159876:1-21,797 (+)

uvig_368741:1-20,466 (+)

uvig_338772:1-15,647 (+)
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uvig_98345:1-32,506 (+)
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MGV-GENOME-0155839:1-21,264 (+)

uvig_468284:1-17,802 (-)

M

- HET D—D-@T

MGV-GENOME-0214717:1-30,607 (-)
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