
MGV-GENOME-0335693: 1-62,290 (+)

MGV-GENOME-0321553: 1-54,950 (+)

uvig_190045: 1-58,968 (+)

uvig_83006: 1-62,943 (+)

MGV-GENOME-0336621: 1-62,943 (+)

ivig_451: 1-63,731 (+)

IMGVR_UViG_2873748450_000002|2873748450|2873748494|25416-87395: 1-61,980 (+)

IMGVR_UViG_2850179386_000008|2850179386|2850179397|376567-437968: 1-61,402 (+)

ivig_575: 1-62,983 (+)

uvig_133868: 1-63,014 (+)

uvig_141557: 1-62,073 (+)

IMGVR_UViG_2854370667_000001|2854370667|2854370667|231080-292615: 1-61,536 (+)

SAMEA2737690_a1_ct161689_vs1: 1-65,847 (+)

uvig_139739: 1-56,904 (+)

SRS077194_a1_ct17917: 1-61,427 (+)

uvig_218560: 1-56,369 (+)

Ma_2019_SRR413745_NODE_179_length_84495_cov_3.524171: 1-84,495 (+)

MGV-GENOME-0326842: 1-50,509 (+)

MGV-GENOME-0276811: 1-35,192 (+)

ivig_1432: 1-110,971 (+)

MGV-GENOME-0290677: 1-44,432 (-)

40000 nt

defence (PADLOC) virulence (VFDB)


