D) D D) D)) DY) ) DD, O Do - KK —@EEEDEPE L ONEH-EICD- DD
TemPhD_cluster_59148: 1-48,514 (+)
TemPhD_cluster_23283: 1-49,151 (+)

IMGVR_UViG_2870490042_000005|2870490042|2870490042|3735286-3778981: 1-43,696 (+)

%

IMGVR_UViG_2851966386_000001|2851966386]2851966386|1040649-1084092: 1-43,444 (+)

% EDOTCOT S-8OS KKK K-D-GPH-BOEPE D HEDEH—D

IMGVR_UViG_2718218452 000013|2718218452|2718229259|3906682-3953181: 1-46,500 (+)
I

@

uvig_115402:1-31,200 (+)

D) D D) D)) YD) D)D) B, O DA KEHC KKKKCK-D-E DRI D HPDER—D
TemPhD_cluster_48091: 1-46,373 (+)

TemPhD_cluster_60019: 1-45,333 (+)

TemPhD_cluster_35544: 1-44,324 (+)

D) D D) D)) D)D) ) D DD, O DA K HC KKK K=EPEDMEDEPD O HEDEH—D
TemPhD_cluster_40769: 1-45,300 (+)

DB D)) )D) B D) DD Ol D KKK K- DRI LD DD
IMGVR_UViG_2541047913 000004(2541047913|2541178066|37829-79950: 1-42,122 (+)

TemPhD_cluster_48410: 1-45,180 (+)

D) D D) I)) DY) D)D) BD, O DO KKKAKKD-GEEEIDEE - HEDER—D
IMGVR_UViG_3300008722_000212|3300008722|Ga0113880_1000476: 1-44,579 (+)

IMGVR_UViG_7000000498 _000194|7000000498|SRS017521 _Baylor _scaffold_57128:1-42,251 (+

IMGVR_UViG_2721755709_000003|2721755709|2721801308|3275091-3318560: 1-43,470 (+)

Dl O OO KIKCKD-@OIECEDEEOD-C HEDDAD

IMGVR_UViG_2718218126_000004|2718218126|2718228636|3403573-3449286: 1-45,714 (+)

i DA KHD-@EEDIDE D HEDEH—DE{D-

IMGVR_UViG_2909298281_000003|2909298281|2909298281|1953665-1998433: 1-44,769 (+)

—
IMGVR _UViG_2923286960_000001|2923286960|2923286960(624238-668576: 1-44,339 (+)
O MO KKK KHD-EKHEPEODEDEE D HPDDNAGD
IMGVR _UViG_2897346870_000006|2897346870|2897346870|3722741-3764562: 1-41,822 (+)
IMGVR_UVIG_2718218095_000003|2718218095|2718228583|3901226-3948512: 1-47,287 (+)
10000 nt {
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I I

%

TemPhD_cluster_40612: 1-45,991 (+)

%

%

%

%

%




