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IMGVR_UViG_3300007530_000003|3300007530|Ga0104842_100492: 1-13,457 (+)

-_—
IMGVR_UViG_7000000320_000026|7000000320|SRS063040_Baylor_scaffold_21182:1-13,326 (+)

\MGVR7U\/iGi3SOOOO8é927000001|3300008692\Ga(?l35-5571000254: 1-13,468 (+)

Norman_163_NODE_12_length_13509_cov_94.955329: 1-13,509 (+)

uvig_34133:1-13,445 (+)
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uvig 164581:1-19,890 (+)
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\MG\/R7U\/iGi33OOO294457000420-3300029445\63024374171001011\%04—19026: 1-14,523 (+)

-_—
IMGVR_UViG_3300008622_000061|3300008622|Ga0111363_101812:1-13,396 (+)
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IMGVR _UViG_3300029788 000322|3300029788|Ga0243743_1000179|62535-77839: 1-15,305 (+)
O oD oD

\MG\/R7UViGi3SOOO2979570004-17|-3300029795\63024374271000982514458: 1-14,456 (+)

uvig 167315:1-14,004 (+)

SRS147652_al _ct7742:1-13,345 (+)

E

MGV-GENOME-0097423:1-13,817 (+)

%

L -_—
IMGVR_UViG_3300029435_000399|3300029435|Ga0243745_1001044|9761-24642: 1-14,882 (+)

@

uvig 396146:1-18,523 (+)
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uvig_390252:1-20,795 (+)

IMGVR_UViG_3300029127_000075|3300029127|Ga0168774_101532: 1-14,227 (+)

é

uvig 75017:1-13,803 (+)

MGV-GENOME-0078354: 1-13,839 (+)
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MGV-GENOME-0076541:1-13,691 (+)

MGV-GENOME-0072693:1-13,391 (+)
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