
uvig_351915: 1-53,944 (+)

MGV-GENOME-0316214: 1-52,426 (+)

MGV-GENOME-0310940: 1-50,243 (+)

MGV-GENOME-0318849: 1-53,606 (+)

MGV-GENOME-0318983: 1-53,669 (+)

uvig_208229: 1-52,893 (+)

MGV-GENOME-0311199: 1-50,341 (+)

MGV-GENOME-0320937: 1-52,249 (+)

MGV-GENOME-0313195: 1-51,116 (+)

MGV-GENOME-0304448: 1-48,013 (+)

SAMEA2737745_b1_ct3_vs2: 1-53,673 (+)

uvig_137293: 1-51,014 (+)

uvig_598747: 1-58,506 (+)

MGV-GENOME-0266342: 1-39,572 (+)

MGV-GENOME-0271425: 1-40,564 (+)

MGV-GENOME-0303866: 1-47,815 (+)

uvig_186262: 1-65,833 (+)

uvig_174040: 1-55,887 (+)

MGV-GENOME-0317142: 1-52,849 (+)

MGV-GENOME-0337771: 1-63,838 (+)

SAMN10080898_a1_ct67271_vs1: 1-45,577 (+)

20000 nt

virulence (VFDB) AMR (AMRFinderPlus) tRNA


