0 2 OPDAAAKKERURAR K DO KK KKK KK K
MGV-GENOME-0309657:1-49,798 (+)

O O EDAAAKKIRKRAI I IO —HOEIEHKK K KK X
ivig_399:1-49,149 (+)

0 O OPDAAAKKAI-RAR I IO —HO-COEEKK KK KK X
IMGVR_UViG_7000000333_000073|7000000333|SRS050925_LANL scaffold_48044: 1-49,187 (+)

0 2 PR IO KK HEK KX K
MGV-GENOME-0310193:1-49,260 (+)

D Iy €0 a0 O O O 1 GO G o NN (o (4§ KK X

MGV-GENOME-0323886: 1-50,222 (+)

OB O OPDAKAKKIRRAAC D —HOT KT HIK KK

. I
IMGVR_UViG_3300029556_000146|3300029556|Ga0244975_100425]6054-55536: 1-49,483 (+)

) I
IMGVR_UViG_3300014947_000147|3300014947|Ga0169813_100015[6057-55489: 1-49,433 (+)

X
[P O DK DD HKIACKRIK KK X
X

OB O PRI IO KA HEIKK KX

. I
IMGVR_UViG_3300029880_000289|3300029880|Ga0245255_100139(6054-55552: 1-49,499 (+)

OB O PRI IO HCT KKK KX

I
MGV-GENOME-0317423: 1-46,942 (+)

X
/D B O O O N0 10 S G 4 § KK X K

I [
MGV-GENOME-0299683: 1-46,538 (+)

OB O PR DX KKK KX K

IMGVR_UViG_3300045988_148298|3300045988|Ga0495776_029791:1-47,372 (+)

0 O OPDAAAKKIRRA A IO D—HAC KKK KK K K

MGV-GENOME-0299480: 1-46,484 (+)

MGV-GENOME-0280781: 1-42,390 (+)

[P O PO DD DK KK X K MKRCIKTD
X

OB O PRI ID-AIDD—HEK KX

MGV-GENOME-0277441:1-41,721 (+) '

OO O PDAIAKCERUAAC D DHDCKK KX K K KKK WD

MGV-GENOME-0324949: 1-44,084 (+)

(X K K IXKKKRIC KD
KK K K KX D

MGV-GENOME-0265769:1-39,470 (+)

MGV-GENOME-0259884: 1-38,425 (+)

OB O PRI IO EEHKK KKK KK K KX D

MGV-GENOME-0289878: 1-44,248 (+)

uvig 159868:1-26,395 (+)

MGV-GENOME-0250350: 1-36,791 (+)

IMGVR_UViG_3300007805_000241|3300007805|Ga0105637_100049(25164-74346:1-49,183 (+)

k 20000 nt !
defence (PADLOC) tRNA pseudogene
I




