L G G G G

uvig_87729:1-16,364 (+)

CHK K K

MGV-GENOME-0109690: 1-16,371 (+)

A

< O N N K

MGV-GENOME-0120055: 1-17,244 (+)

uvig_593742:1-17,952 (+)

MGV-GENOME-0108504: 1-16,278 (-)

K K K

uvig_49626:1-15,890 (+)

SAMN11252280_al_ct147851_vs1: 1-17,.994 (-)

X K

uvig 279823: 1-16,979 (+)

K K

MGV-GENOME-0123610: 1-17,564 (+)

Monaco_MBA4031_NODE_59_length_16624 cov_77.020218:1-16,624 (-)

KK K

MGV-GENOME-0121473:1-17,370(-)

MGV-GENOME-0113244:1-16,666 (-)

KK X K

uvig 299495:1-16,691 ()

K K

SAMNO09781789_al_ct6938 vs1:1-16,985 (-)

KK K K

uvig_207741:1-16,279 (+)

MGV-GENOME-0118545:1-17,119 ()

G ¢ K

uvig_282544:1-17,196 (-)

Ma_2019_SRR341599 NODE_567_length_17710_cov_11.698782:1-17,710 (+)

K K

MGV-GENOME-0126156:1-17,815 (+)

KH —EKK

SAMN10290180_a1_ct2067_vs1:1-13,128 (-)
k 7000 nt




