uvig 203617:1-35,888 (+)

MGV-GENOME-0216635:1-30,959 (+)

IMGVR_UViG_3300045988_054306|3300045988|Ga0495776_076298: 1-28,861 (+)
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MGV-GENOME-0201727:1-28,279 (+)

MGV-GENOME-0192042:1-26,591 (+)

IMGVR_UViG_3300045988_103569|3300045988|Ga0495776_037832: 1-32,399 (+)
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IMGVR_UViG_3300029843_000249|3300029843|Ga0245274_100138|3-35776:1-35,774 (+)

uvig_95054: 1-32,515 (+)
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MGV-GENOME-0231500: 1-28,443 (+)

MGV-GENOME-0182080: 1-24,991 (+)
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uvig 256476:1-27,460 (+) -
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