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uvig_286377:1-35,920 (+)
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MGV-GENOME-0244820: 1-28,829 (+)
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MGV-GENOME-4402837:1-30,169 (+)
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MGV-GENOME-0212619:1-30,215 (-)
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MGV-GENOME-0206231:1-29,098 (+)

HDO—EEPEH O 0 O

MGV-GENOME-0248511:1-28,886 (-)
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MGV-GENOME-0197375:1-27,510 (+)

OO OO 0 o 0

MGV-GENOME-0332296: 1-30,026 (-)

MGV-GENOME-0208584: 1-29,497 (+)

MGV-GENOME-0208069: 1-29,398 (-)

MGV-GENOME-0222220: 1-31,368 (-)
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==

MGV-GENOME-0215521:1-30,750 (-)

MGV-GENOME-0195423:1-27,161 (")

w2V I ) D D

MGV-GENOME-0194504: 1-27,006 (+)
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MGV-GENOME-0208491:1-29,482 (-)

MGV-GENOME-0216083: 1-28,080 (-)

MGV-GENOME-0207942:1-29,379 (+)
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MGV-GENOME-0238896: 1-28,941 (+)

Rampelli_10017_NODE_623_length_25722_cov_6.490552: 1-25,722 (+)
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MGV-GENOME-0206222: 1-29,096 (+)
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