SAMEA2737707 b1 _ct126_vs2: 1-15,282 (+)

MGV-GENOME-0088319: 1-14,715 (+)

uvig_101278: 1-14,400 (-)

D015

MGV-GENOME-0089741:1-14,843 (-)

DD D5

uvig_73331:1-14,715 ()

D

D100
-0

L

MGV-GENOME-0084388: 1-14,361 (-)

MGV-GENOME-0084745:1-14,394 (-)

MGV-GENOME-0087705: 1-14,657 (+)

uvig 87198:1-14,617 (+)

MGV-GENOME-0087642: 1-14,650 (+)

MGV-GENOME-0099481:1-15,590 (-)

DD DDA

uvig 223112:1-15,321 (+)

DD DD

SAMNO0791968_al _ct153179 vs1:1-15,121 (+)

Ve I el ey

MGV-GENOME-0088212: 1-14,707 (-)

uvig_245357:1-15,150 (-)

MGV-GENOME-0093117:1-15,121 (+)

MGV-GENOME-0086959: 1-14,592 (+)

SAMEA1906571_al_ct84408_vs1:1-14,511 (-)

MGV-GENOME-0086601:1-14,562 (+)

MGV-GENOME-0080774: 1-14,044 (-)

6000 nt




