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SRS049268 _al _ct23016_vs01: 1-14,363 (+)

SRS022143_al_ct27264 vs01:1-13,370 (-)

SRS144026_ a1 _ct34986_vs1:1-15,983 (-)
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SRS012285_ a1 ct66352 vs1:1-17,474 (-)
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SRS144621 al ct217193 vs1:1-18,263 ()
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SRS017139_al_ct46850_vs1: 1-19,914 (-)
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SRS074598_al ct16656_vs1:1-20,357 ()
SRS077390_al ct19460_vs1:1-15,684 (+)

SRS015762_al ct37370_vs1:1-14,159 (+)
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SRS076951 a1l ct23850_vs1:1-20,563 (-)
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SRS146830_al _ct36945 vs1:1-18,980 (-)
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SRS076868_a1_ct26575_vs1:1-20,240 (-)
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SRS148514 a1 _ct21859 vsO1: 1*21.117-(*)
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MGV-GENOME-0161265:1-21,989 (-)
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SRS076821 al ct6751 vs1:1-22,207 (-)
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SRS024580_a1_ct17834_vs01: 1-14,728 (+)
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SRS021477_al_ct30854 vs01:1-16,463 (-)

SRS104711_al ct4386_vs01:1-14,290 (+

SRS103971 a1 ct171834 vs01:1-13,088 (-)
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SRS022602_a1_ct28148 vs1:1-21,001 (-)
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