
IMGVR_UViG_3300045988_157892|3300045988|Ga0495776_059051: 1-15,754 (+)

IMGVR_UViG_3300045988_057274|3300045988|Ga0495776_055528: 1-14,673 (-)

uvig_481890: 1-16,337 (+)

uvig_255365: 1-16,162 (+)

IMGVR_UViG_3300045988_112335|3300045988|Ga0495776_003410: 1-16,363 (+)

IMGVR_UViG_3300045988_083314|3300045988|Ga0495776_123473: 1-16,433 (-)

IMGVR_UViG_3300045988_106932|3300045988|Ga0495776_123803: 1-16,585 (-)

MGV-GENOME-0116113: 1-16,909 (+)

IMGVR_UViG_3300045988_133601|3300045988|Ga0495776_011265: 1-17,220 (+)

MGV-GENOME-0108373: 1-16,267 (-)

IMGVR_UViG_3300029195_000018|3300029195|Ga0167502_100800: 1-17,436 (+)

MGV-GENOME-0100767: 1-15,689 (+)

MGV-GENOME-4315271: 1-15,332 (+)

uvig_29042: 1-15,332 (-)

Kang_0037_ST001_A_NODE_50_length_16393_cov_1108.816012: 1-16,393 (-)

MGV-GENOME-0094418: 1-15,218 (+)

IMGVR_UViG_3300045988_154844|3300045988|Ga0495776_020014: 1-16,927 (+)

IMGVR_UViG_3300045988_066343|3300045988|Ga0495776_142371: 1-15,841 (-)

IMGVR_UViG_3300045988_121951|3300045988|Ga0495776_099041: 1-15,218 (+)

MGV-GENOME-0100853: 1-15,696 (-)

uvig_448088: 1-15,554 (-)

MGV-GENOME-0105899: 1-16,076 (+)

MGV-GENOME-0104745: 1-15,987 (-)

IMGVR_UViG_3300045988_155140|3300045988|Ga0495776_058477: 1-15,482 (+)

MGV-GENOME-0105719: 1-16,063 (+)

OTU_6699: 1-16,717 (+)

IMGVR_UViG_3300045988_095728|3300045988|Ga0495776_142672: 1-15,958 (+)

IMGVR_UViG_3300045988_142748|3300045988|Ga0495776_138855: 1-14,822 (+)

IMGVR_UViG_3300045988_093199|3300045988|Ga0495776_002406: 1-15,686 (+)

IMGVR_UViG_3300045988_102683|3300045988|Ga0495776_053739: 1-16,370 (+)

IMGVR_UViG_3300045988_116319|3300045988|Ga0495776_019570: 1-16,738 (+)

IMGVR_UViG_3300007796_000039|3300007796|Ga0105889_101749: 1-16,575 (+)

IMGVR_UViG_7000000334_000015|7000000334|SRS015217_WUGC_scaffold_12045: 1-15,661 (-)

uvig_27740: 1-16,177 (+)

uvig_89156: 1-15,899 (+)

IMGVR_UViG_3300029228_000027|3300029228|Ga0167501_101363: 1-14,371 (+)

MGV-GENOME-0080878: 1-14,052 (-)

MGV-GENOME-0093089: 1-15,119 (-)

uvig_442724_: 1-16,261 (-)

IMGVR_UViG_3300045988_084439|3300045988|Ga0495776_138796: 1-14,786 (-)

IMGVR_UViG_3300045988_117680|3300045988|Ga0495776_003409: 1-16,362 (+)

MGV-GENOME-0108972: 1-16,314 (+)

IMGVR_UViG_3300045988_062384|3300045988|Ga0495776_099115: 1-15,258 (-)

IMGVR_UViG_3300045988_059271|3300045988|Ga0495776_002404: 1-15,673 (-)

MGV-GENOME-0114572: 1-16,773 (+)

MGV-GENOME-0085333: 1-14,448 (-)

IMGVR_UViG_3300045988_078424|3300045988|Ga0495776_099201: 1-15,302 (-)

MGV-GENOME-0106202: 1-16,102 (+)

MGV-GENOME-0095550: 1-15,302 (-)

MGV-GENOME-0101872: 1-15,771 (-)

MGV-GENOME-0102007: 1-15,783 (-)

MGV-GENOME-0106025: 1-16,087 (+)

IMGVR_UViG_3300029880_000051|3300029880|Ga0245255_101481: 1-15,516 (+)

uvig_58769: 1-15,576 (-)

MGV-GENOME-0112903: 1-16,638 (+)

IMGVR_UViG_3300045988_055173|3300045988|Ga0495776_002806: 1-16,038 (+)

uvig_482759: 1-15,721 (+)

MGV-GENOME-0082193: 1-14,169 (-)

IMGVR_UViG_3300045988_035093|3300045988|Ga0495776_053324: 1-16,199 (-)

IMGVR_UViG_3300045988_103214|3300045988|Ga0495776_001583: 1-15,319 (+)

IMGVR_UViG_3300045988_096273|3300045988|Ga0495776_152921: 1-17,074 (+)

MGV-GENOME-0109271: 1-16,338 (+)

MGV-GENOME-0089203: 1-14,797 (-)

IMGVR_UViG_3300045988_030494|3300045988|Ga0495776_058719: 1-15,601 (-)

IMGVR_UViG_3300045988_028625|3300045988|Ga0495776_055311: 1-14,488 (-)

MGV-GENOME-0086435: 1-14,548 (+)

IMGVR_UViG_3300044856_000082|3300044856|Ga0455773_001320: 1-16,092 (-)

MGV-GENOME-0083776: 1-14,307 (+)

MGV-GENOME-0109231: 1-16,336 (+)

uvig_265939: 1-16,154 (+)

IMGVR_UViG_3300045988_032022|3300045988|Ga0495776_019998: 1-16,784 (+)

MGV-GENOME-0089689: 1-14,837 (-)

MGV-GENOME-0103182: 1-15,869 (-)

uvig_332465: 1-15,877 (-)

MGV-GENOME-0111296: 1-16,505 (+)

uvig_382893: 1-15,754 (-)

MGV-GENOME-0102554: 1-15,823 (+)

uvig_269232: 1-15,747 (-)

IMGVR_UViG_3300045988_062686|3300045988|Ga0495776_058711: 1-15,600 (-)

uvig_255859: 1-16,167 (-)

IMGVR_UViG_3300029462_000020|3300029462|Ga0244093_100832: 1-16,938 (-)

uvig_298081: 1-16,175 (-)

IMGVR_UViG_3300045988_048060|3300045988|Ga0495776_053644: 1-16,331 (-)

uvig_308021: 1-15,770 (+)

MGV-GENOME-0123666: 1-17,570 (+)

uvig_240708: 1-16,088 (-)

SRS144714_a1_ct29256_vs1: 1-16,093 (+)

MGV-GENOME-0081424: 1-14,099 (-)

uvig_479821: 1-15,818 (-)

IMGVR_UViG_3300045988_149774|3300045988|Ga0495776_019538: 1-16,451 (+)

uvig_248287: 1-15,968 (+)

uvig_323398: 1-15,396 (+)

IMGVR_UViG_3300029785_000044|3300029785|Ga0243763_1002945: 1-14,652 (+)

uvig_149466: 1-16,350 (+)

MGV-GENOME-0104775: 1-15,989 (+)

MGV-GENOME-0106720: 1-16,142 (+)

MGV-GENOME-0103868: 1-15,920 (-)

MGV-GENOME-0105737: 1-16,065 (+)

MGV-GENOME-0105558: 1-16,048 (-)

MGV-GENOME-0098713: 1-15,535 (-)

IMGVR_UViG_3300045988_130718|3300045988|Ga0495776_055407: 1-14,564 (+)

uvig_2914: 1-16,834 (-)

MGV-GENOME-0107282: 1-16,183 (+)

Ma_2019_SRR341609_NODE_477_length_16157_cov_6.120047: 1-16,157 (-)

MGV-GENOME-0098296: 1-15,505 (-)

uvig_322733: 1-15,414 (-)

MGV-GENOME-0088418: 1-14,723 (-)

uvig_241841: 1-16,020 (-)

uvig_246872: 1-15,403 (+)

IMGVR_UViG_3300030320_000104|3300030320|Ga0244994_102707: 1-15,310 (+)

IMGVR_UViG_3300045988_097093|3300045988|Ga0495776_055465: 1-14,609 (+)

IMGVR_UViG_3300045988_131464|3300045988|Ga0495776_003416: 1-16,412 (+)

IMGVR_UViG_3300045988_059719|3300045988|Ga0495776_003411: 1-16,365 (-)

MGV-GENOME-0098611: 1-15,527 (+)

IMGVR_UViG_3300029217_000030|3300029217|Ga0168678_101408: 1-16,475 (-)

MGV-GENOME-0110696: 1-16,453 (+)

IMGVR_UViG_3300045988_071753|3300045988|Ga0495776_053440: 1-16,248 (-)

MGV-GENOME-0108003: 1-16,237 (-)

IMGVR_UViG_3300045988_071249|3300045988|Ga0495776_055367: 1-14,532 (+)

IMGVR_UViG_3300029212_000028|3300029212|Ga0168695_100862: 1-15,761 (-)

IMGVR_UViG_3300045988_082695|3300045988|Ga0495776_099060: 1-15,230 (-)

MGV-GENOME-0111249: 1-16,502 (+)

IMGVR_UViG_3300029708_000039|3300029708|Ga0245189_102102: 1-16,073 (-)

MGV-GENOME-0109508: 1-16,357 (-)

uvig_248564: 1-16,535 (+)

uvig_298521: 1-15,473 (+)

uvig_128272: 1-12,314 (-)

SAMN11893784_a1_ct1042_vs1: 1-15,211 (+)

MGV-GENOME-0073638: 1-13,464 (+)

MGV-GENOME-0036367: 1-11,101 (-)

IMGVR_UViG_3300030035_000040|3300030035|Ga0245021_101924: 1-16,126 (+)

uvig_6933: 1-19,410 (+)

Monaco_MBA1267_NODE_70_length_16269_cov_87.448008: 1-16,269 (-)

SAMN09781708_a1_ct24871_vs1: 1-13,304 (+)

MGV-GENOME-0030674: 1-10,794 (+)

MGV-GENOME-4225753: 1-9,964 (-)

MGV-GENOME-4205043: 1-9,537 (+)

MGV-GENOME-0041751: 1-11,396 (-)

uvig_392003: 1-13,625 (-)
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