
SRS056537_a1_ct13517_vs1: 1-44,194 (+)

SRS063999_a1_ct26455: 1-44,188 (+)

SRS055378_a1_ct41598_vs1: 1-44,422 (+)

SRS142483_a1_ct49747_vs01: 1-43,853 (+)

SRS024504_a1_ct81981: 1-44,772 (+)

SRS047126_a1_ct8473: 1-44,886 (+)

SAMN04999299_a1_ct51494_vs1: 1-44,922 (+)

SRS017139_a1_ct46183: 1-44,898 (+)

SRS144621_a1_ct69963_vs1: 1-44,033 (+)

MGV-GENOME-0287049: 1-43,617 (+)

SAMEA2737972_b1_ct6: 1-43,336 (+)

MGV-GENOME-0286142: 1-43,418 (+)

MGV-GENOME-0285015: 1-43,175 (+)

SAMEA2738114_b1_ct3: 1-43,404 (+)

MGV-GENOME-0278171: 1-41,870 (+)

MGV-GENOME-0267294: 1-39,761 (+)

MGV-GENOME-0261319: 1-38,684 (-)

MGV-GENOME-0290955: 1-44,497 (+)

MGV-GENOME-0290799: 1-44,461 (+)

SRS149647_a1_ct21307: 1-44,573 (+)

10000 nt


