
SAMEA2579978_a1_ct24539_vs1: 1-35,800 (+)

uvig_116138: 1-31,917 (+)

uvig_578580: 1-32,612 (+)

uvig_578983: 1-40,681 (+)

SAMEA2737948_b1_ct1: 1-33,336 (+)

MGV-GENOME-0231289: 1-33,571 (+)

MGV-GENOME-0238019: 1-34,904 (+)

SAMN00998686_a1_ct4602_vs1: 1-36,250 (+)

MGV-GENOME-0222883: 1-32,050 (+)

SRS018337_a1_ct70355_vs1: 1-33,654 (+)

IMGVR_UViG_3300007294_000059|3300007294|Ga0104789_100108|1-33422: 1-33,422 (+)

SRS098824_a1_ct8182_vs1: 1-35,590 (+)

MGV-GENOME-0268430: 1-34,091 (+)

uvig_423795: 1-22,558 (+)

MGV-GENOME-0165422: 1-21,584 (+)

MGV-GENOME-0164737: 1-22,462 (+)

MGV-GENOME-0161814: 1-22,064 (+)

SAMEA2579948_a1_ct811_vs1: 1-23,262 (+)

SRS019980_a1_ct35051_vs1: 1-23,001 (+)

uvig_116777: 1-28,335 (+)

10000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tmRNA pseudogene


