MGV-GENOME-0161470:1-22,016 (+)

MGV-GENOME-0217198:1-20,524 (+)

SAMEA2737796_al_ct56898_vs1:1-22,708 (+)

MGV-GENOME-0171422:1-23,398 (+)

MGV-GENOME-0168514:1-22,990 (+)
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uvig 443954 :1-25,148 (+
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MGV-GENOME-0173659: 1-23,720 (+)
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SAMEA2579908_al_ct5269_vs1:1-25220 (+)
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uvig 412599:1-24,688 (+)
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MGV-GENOME-0172264:1-23,513 (+)
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SRS020400_a1_ct14632_vs1:1-26,415 (+)

%

SRS149328_ a1 _ct16045_vs01: 1-19,465 (+)

%

SRS143037_a1_ct32149 vs01:1-18,582 (+)
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SAMNO5827164 a1l ct3860_vs1:1-20,457 (+)
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uvig 172963:1-25762 (+)

MGV-GENOME-0138794:1-19,147 (+)
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uvig 298290:1-18,391 (+)
SAMN10080896_al_ct45447 vs1:1-16,280 (+)
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MGV-GENOME-0161517:1-22,022 (+)
MGV-GENOME-0161803:1-22,062 (+)
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defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)




