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10000 nt

DO I ag MO IR NDLD-DDD
DDA ICIHBCNCD-DDD
DO T OGO DMBIDBCILLD-D0D
EDICOE D M- A DI IO DN ILD-DDD
D) BB N ) S G 0 € S G T A es) () S ED)B) 50 S B D %) BB
EDICDED M~ AN IICDDBIBCNOD-DDD
PODEDED- M-I AgHEN ICIMBDNBCONLD-DDD
MDD DICINDBCICLD-DDD
MDD DX Iag AN BB ONOLD-DDD
MDA D DB NIIDLD-DDD
NODENGHRCDMDBCICD-DDD
MDD DX INNCO- B I0LD-DDD
OO aa N M-I OIDD-DOD
PO DI HNEM BB I0DD-DDD
NODEDMIDD KGN ICINNBIBILD-DDD

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA tmRNA pseudogene
I




