
OTU_2888: 1-36,774 (+)

MGV-GENOME-0294775: 1-36,298 (+)

MGV-GENOME-0252966: 1-35,382 (+)

MGV-GENOME-0235060: 1-34,322 (+)

IMGVR_UViG_3300045988_166399|3300045988|Ga0495776_128266: 1-39,199 (+)

MGV-GENOME-0264248: 1-39,199 (+)

MGV-GENOME-0271602: 1-38,768 (+)

SAMEA2580191_a1_ct25566_vs1: 1-44,750 (+)

MGV-GENOME-0186040: 1-25,603 (+)

MGV-GENOME-0186900: 1-25,749 (+)

MGV-GENOME-0181452: 1-24,890 (+)

MGV-GENOME-4415703: 1-27,786 (+)

MGV-GENOME-0262836: 1-27,468 (+)

SRS045645_a1_ct30471_vs01: 1-37,575 (+)

MGV-GENOME-0255055: 1-35,492 (+)

MGV-GENOME-0203298: 1-28,556 (+)

OTU_5804: 1-19,691 (+)

uvig_287414: 1-30,928 (+)

uvig_47837: 1-30,018 (+)

10000 nt

virulence (VFDB) AMR (AMRFinderPlus) tRNA


