Station67_SUR_ALL_assembly NODE_1065_length 21725 cov_12.884910: 1-21,725 (+)

Station201_DCM_ALL_assembly_ NODE_2754 _length_21028_cov_272.927717:1-21,028 (+)

Station191_SUR_ALL_assembly_NODE_2827_length_13845_cov_91.267078: 1-13,845 (+)
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Station196_SUR_ALL_assembly_ NODE_3097_length_16022_cov_4.336193:1-16,022 (+)

Station193_SUR_ALL assembly_ NODE_3249_length_15344 _cov_10.380535: 1-15,344 (+)

Station191_SUR_ALL assembly_NODE_2972_length_13379_cov_8.310417:1-13,379 (+)
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Station175_277_ALL_assembly_NODE_4189_length_13697_cov_44.454772:1-13,697 (+)

Station201_DCM_ALL_assembly_ NODE_6894 length_11639 _cov_4.133892:1-11,639 (+)
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Station194_DCM_ALL_assembly NODE_4774 length_13129_cov_4.303274:1-13,129 (+)

Station189_DCM_ALL assembly_ NODE_3730_length_15755_cov_20.815350: 1-15,755 (+)

Station158_SUR_ALL assembly_ NODE_6844. length_14273 _cov_8.802012:1-14,273 (+)

Station158_DCM_ALL assembly NODE_6710_length_13026_cov_42.596562: 1-13,026 (+)

Station210_SUR_ALL_assembly_ NODE_4958_length_22294 cov_159.415981:1-22,294 (+)
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Station209_SUR_ALL_assembly NODE_3784 length 21147 _cov_64.021477:1-21,147 (+) -

Station67_SUR_ALL_assembly NODE_922 length_23798 cov_13.907383:1-23,798 (+)
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Station206_MES_ALL_assembly_ NODE_3295_length_24202_cov_43.386673: 1-24,202 (+)

Station82_SUR_COMBINED_FINAL_NODE_1798_length_19992_cov_68.712745:1-19,992 (+)
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Station158_DCM_ALL_assembly_ NODE_5843_length_14505_cov_20.920415: 1-14,505 (+)
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Station122_SUR_ALL assembly NODE_766_length 20459 cov_5.393648:1-20,459 (+)
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