
IMGVR_UViG_3300045988_052315|3300045988|Ga0495776_050763: 1-13,359 (+)

IMGVR_UViG_3300008547_000047|3300008547|Ga0111055_101755: 1-13,271 (-)

uvig_48235: 1-13,599 (-)

SAMN05827097_a1_ct61712_vs1: 1-13,292 (-)

SRS142890_a1_ct39642_vs01: 1-13,380 (-)

uvig_184443: 1-13,472 (-)

MGV-GENOME-0074696: 1-13,541 (-)

MGV-GENOME-0071872: 1-13,330 (-)

uvig_301061: 1-13,408 (-)

IMGVR_UViG_3300045988_030821|3300045988|Ga0495776_094023: 1-13,991 (-)

MGV-GENOME-0079962: 1-13,977 (+)

uvig_201149: 1-13,805 (+)

IMGVR_UViG_3300045988_047955|3300045988|Ga0495776_050649: 1-13,219 (+)

IMGVR_UViG_3300045988_053523|3300045988|Ga0495776_141008: 1-13,024 (-)

uvig_485673: 1-11,941 (+)

MGV-GENOME-0046301: 1-11,657 (-)

IMGVR_UViG_3300045988_006242|3300045988|Ga0495776_050835: 1-13,447 (-)

MGV-GENOME-0069121: 1-13,124 (-)

MGV-GENOME-0066818: 1-12,968 (+)

IMGVR_UViG_3300045988_016684|3300045988|Ga0495776_134768: 1-13,532 (-)

IMGVR_UViG_3300045988_036913|3300045988|Ga0495776_050557: 1-13,132 (+)

Norman_66_NODE_48_length_13471_cov_636.212135: 1-13,471 (-)

MGV-GENOME-0071685: 1-13,316 (-)

IMGVR_UViG_3300045988_032442|3300045988|Ga0495776_000829: 1-14,324 (-)

uvig_173036: 1-13,404 (-)

MGV-GENOME-0069659: 1-13,164 (-)

SAMN09781759_a1_ct168004_vs1: 1-13,119 (-)

MGV-GENOME-0068413: 1-13,076 (+)

MGV-GENOME-0064059: 1-12,770 (+)

MGV-GENOME-0074422: 1-13,520 (+)

MGV-GENOME-0045901: 1-11,635 (-)

MGV-GENOME-0048163: 1-11,759 (+)

IMGVR_UViG_3300045988_054972|3300045988|Ga0495776_124463: 1-12,555 (+)

uvig_476573: 1-11,469 (+)

uvig_13334: 1-11,763 (-)

MGV-GENOME-0049310: 1-11,825 (-)

uvig_76876: 1-13,218 (+)

MGV-GENOME-0048232: 1-11,763 (-)

MGV-GENOME-0071465: 1-13,299 (+)

uvig_583212: 1-11,620 (-)

IMGVR_UViG_3300045988_044868|3300045988|Ga0495776_050731: 1-13,317 (-)

IMGVR_UViG_3300045988_047966|3300045988|Ga0495776_050665: 1-13,236 (+)

IMGVR_UViG_3300045988_069081|3300045988|Ga0495776_007206: 1-13,143 (+)

MGV-GENOME-0045545: 1-11,615 (+)

uvig_587742: 1-13,493 (+)

uvig_90488: 1-13,300 (+)

MGV-GENOME-0074517: 1-13,527 (+)

SAMN09781751_a1_ct63669_vs1: 1-12,973 (-)

uvig_575724: 1-13,993 (+)

MGV-GENOME-0074186: 1-13,501 (-)

IMGVR_UViG_3300045988_040124|3300045988|Ga0495776_134975: 1-13,697 (-)

IMGVR_UViG_3300045988_058069|3300045988|Ga0495776_050625: 1-13,200 (-)

IMGVR_UViG_3300045988_042395|3300045988|Ga0495776_020632: 1-13,801 (+)

MGV-GENOME-0073042: 1-13,418 (+)

uvig_475744: 1-13,600 (-)

uvig_257767: 1-13,365 (+)

MGV-GENOME-0073280: 1-13,436 (+)

IMGVR_UViG_3300045988_051263|3300045988|Ga0495776_050827: 1-13,435 (-)

MGV-GENOME-0045372: 1-11,605 (+)

MGV-GENOME-0038898: 1-11,240 (+)

MGV-GENOME-0064883: 1-12,827 (+)

uvig_574636: 1-11,529 (-)

uvig_247304: 1-13,286 (+)

SAMEA2737832_a1_ct27686_vs1: 1-13,215 (+)

uvig_302228: 1-13,568 (-)

uvig_329963: 1-13,105 (-)

IMGVR_UViG_3300045988_082758|3300045988|Ga0495776_050825: 1-13,427 (+)

MGV-GENOME-0044624: 1-11,562 (-)

uvig_377087: 1-11,410 (+)

uvig_253773: 1-13,567 (-)

uvig_294407: 1-13,032 (+)

uvig_245538: 1-12,752 (-)

uvig_145580: 1-13,148 (-)

IMGVR_UViG_3300045988_047918|3300045988|Ga0495776_050595: 1-13,166 (-)

uvig_253098: 1-13,010 (-)

MGV-GENOME-0068860: 1-13,105 (+)

MGV-GENOME-0042026: 1-11,410 (+)

MGV-GENOME-0063946: 1-12,762 (+)

IMGVR_UViG_3300045988_027757|3300045988|Ga0495776_007011: 1-13,031 (-)

uvig_478139: 1-13,063 (-)

Han_2018_ERR1398257_NODE_1461_length_13852_cov_10.890121: 1-13,852 (+)

SAMN00792069_a1_ct41944_vs1: 1-13,367 (+)

IMGVR_UViG_3300045988_060362|3300045988|Ga0495776_141025: 1-13,043 (+)

IMGVR_UViG_3300045988_006435|3300045988|Ga0495776_050848: 1-13,464 (-)

uvig_122321: 1-12,665 (-)

IMGVR_UViG_3300045988_037004|3300045988|Ga0495776_140832: 1-12,798 (+)

uvig_172293: 1-13,596 (-)

MGV-GENOME-0063608: 1-12,739 (-)

IMGVR_UViG_3300045988_016520|3300045988|Ga0495776_020610: 1-13,663 (+)

uvig_248686: 1-12,822 (-)

IMGVR_UViG_3300045988_016562|3300045988|Ga0495776_140759: 1-12,733 (+)

IMGVR_UViG_3300045988_090747|3300045988|Ga0495776_020583: 1-13,529 (+)

MGV-GENOME-0087666: 1-14,653 (+)

IMGVR_UViG_3300045988_057686|3300045988|Ga0495776_093861: 1-13,887 (-)

MGV-GENOME-0073561: 1-13,459 (+)

IMGVR_UViG_3300045988_082523|3300045988|Ga0495776_094038: 1-14,008 (-)

uvig_257487: 1-13,546 (+)

MGV-GENOME-0072627: 1-13,386 (-)

IMGVR_UViG_3300030319_000045|3300030319|Ga0244979_102050: 1-13,399 (+)

IMGVR_UViG_3300045988_065721|3300045988|Ga0495776_020628: 1-13,774 (+)

uvig_574900: 1-12,215 (-)

MGV-GENOME-0075613: 1-13,614 (+)

IMGVR_UViG_3300045988_049355|3300045988|Ga0495776_020872: 1-13,900 (+)

MGV-GENOME-4197564: 1-9,391 (+)

uvig_274449: 1-10,098 (+)

MGV-GENOME-4219909: 1-9,839 (+)

MGV-GENOME-0063277: 1-10,866 (+)

SAMN05414973_a1_ct285525_vs1: 1-13,227 (-)

SAMN09781685_a1_ct10723_vs1: 1-13,424 (+)

MGV-GENOME-0070147: 1-13,198 (+)

SAMN11893798_a1_ct940_vs01: 1-13,189 (-)

uvig_471183: 1-13,637 (-)

MGV-GENOME-0075881: 1-12,365 (-)

uvig_336922: 1-13,380 (+)

MGV-GENOME-0071159: 1-13,275 (-)

Han_2018_ERR1398182_NODE_1278_length_13582_cov_20.542101: 1-13,582 (+)

uvig_30517: 1-14,203 (-)

SAMEA1906427_a1_ct107577_vs1: 1-13,573 (+)

IMGVR_UViG_3300030320_000050|3300030320|Ga0244994_102968: 1-13,692 (+)

uvig_251308: 1-13,391 (-)

IMGVR_UViG_3300045988_052533|3300045988|Ga0495776_050764: 1-13,363 (-)

IMGVR_UViG_3300029878_000041|3300029878|Ga0245327_102105: 1-13,272 (-)

MGV-GENOME-0057940: 1-12,355 (-)

uvig_149179: 1-12,105 (-)

uvig_574478: 1-13,922 (-)

IMGVR_UViG_3300045988_025887|3300045988|Ga0495776_134882: 1-13,631 (+)

MGV-GENOME-0047668: 1-11,731 (-)

uvig_338813: 1-13,241 (+)

uvig_153551: 1-13,804 (+)

uvig_328195: 1-13,585 (+)

SAMN09781771_a1_ct273265_vs1: 1-14,355 (+)

uvig_447367: 1-13,464 (+)

IMGVR_UViG_3300029343_000114|3300029343|Ga0243725_1002809: 1-13,331 (+)

uvig_244342: 1-13,978 (+)

MGV-GENOME-0044100: 1-11,534 (-)

5000 nt

defence (PADLOC)


