| Ol ) DD W

MGV-GENOME-0209312:1-20,890 (+)

| N ) DD DD D

MGV-GENOME-0133278:1-17,406 (+)

SRS017139_al ct47487 vs1:1-19,552 (+)

SRS023617_al _ct6178_vs01:1-17,170 (+)

| b D DDLU

SRS104045_al_ct43652_vs1:1-18,629 (+)

| ) ) OO O

MGV-GENOME-0150738: 1-18,923 (+)

| ) ) OO

SRS144701_al _ct27531 vs1:1-17,803 (+)
MGV-GENOME-0113009: 1-16,646 (+)

| b ) OO A

MGV-GENOME-0151296: 1-20,137 (+)

SRS014472 a1l ct971 vs1:1-13,330 (+)

SRS023358_al ct25610_vs1:1-12,511 (+)

SRS075410_al_ct20514 vs1:1-19,647 (+)

| D ) DD

MGV-GENOME-0156274:1-20,454 (+)

| D ) OO O

MGV-GENOME-0129536: 1-18,148 (+)

SRS018739_al ct35727_vs01:1-18,007 (+)

| ) ) OO O

MGV-GENOME-0149199:1-19,691 (+)

MGV-GENOME-0133529:1-18,571 (+)

MGV-GENOME-0134731:1-18,702 (+)

SRS018357_a1 ct38683_vs01:1-20,185 (+)
t 8000 nt

virulence (VFDB)
N



