
SAMEA2738065_b1_ct2_vs2: 1-144,847 (+)

MGV-GENOME-0373636: 1-131,431 (+)

SRS016059_a1_ct9434_vs1: 1-141,001 (-)

SRS017808_a1_ct24438_vs1: 1-128,123 (-)

IMGVR_UViG_3300008742_000004|3300008742|Ga0115672_100005: 1-208,446 (-)

IMGVR_UViG_3300008279_000012|3300008279|Ga0114263_1000008: 1-213,346 (-)

IMGVR_UViG_3300007803_000005|3300007803|Ga0105780_100008: 1-207,443 (-)

IMGVR_UViG_3300008269_000005|3300008269|Ga0114154_100012: 1-204,402 (-)

IMGVR_UViG_3300008754_000004|3300008754|Ga0114089_100018: 1-206,942 (-)

IMGVR_UViG_3300008518_000007|3300008518|Ga0115191_100023: 1-204,541 (-)

MGV-GENOME-0379466: 1-204,480 (-)

IMGVR_UViG_3300045988_122802|3300045988|Ga0495776_060530: 1-204,480 (-)

IMGVR_UViG_3300045988_129382|3300045988|Ga0495776_005823: 1-200,032 (-)

MGV-GENOME-0379379: 1-200,032 (-)

SRS104314_a1_ct18549: 1-206,218 (-)

IMGVR_UViG_3300007300_000006|3300007300|Ga0104843_100005: 1-199,566 (-)

IMGVR_UViG_3300006250_000006|3300006250|Ga0099391_100020: 1-200,749 (-)

SRS146767_a1_ct28753_vs01: 1-226,671 (-)

SRS104962_a1_ct13605_vs1: 1-135,450 (+)

90000 nt

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


