o] HOCOMOEEOE0N

IMGVR_UViG_3300008123_000099|3300008123|Ga0114854_100030|2-37125: 1-37,124 (+)

I MO OCEDEDN ) PO

IMGVR_UViG_7000000286_000046|7000000286|SRS024081_LANL _scaffold_50683: 1-34,919 (+)

o MHOEOPEDEON

IMGVR_UViG_7000000616_000021|7000000616|SRS064329_LANL scaffold_32711:1-34,914 (+)

o O OMEEEDEDN ) OO O KR KEAMIBCHIOBC B0 -DBDD

SRS065091_al_ct6998_vs1: 1-38,896 (+)
I OO0 ) PED! ED-C KEAARIIN-ODO_ B DU HPIEDD

SRS045127_al ct4100:1-34,785 (+)

I HOC OO0

IMGVR_UViG_3300008660_000015|3300008660|Ga0111492_100124: 1-34;

o HOC OOBCEEDN

uvig_454523:1-36,873 (+)

I MHOCOCECEDEDN

uvig 449638:1-34,864 (+)
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IMGVR_UViG_3300008136_000047|3300008136|Ga0113979_100643: 1-35

o0 MO OMEPEDEDN

MGV-GENOME-0234503: 1-34,212 (+)

I O OEEEE0N

SRS019270_al ct17888_vs1:1-31,147 (+)
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000

IMGVR_UViG_3300045988_090324|3300045988|Ga0495776_159304: 1-35,
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MGV-GENOME-0312854: 1-35,214 (+)

o ] MO OEPEDEDN

MGV-GENOME-0244159:1-29,943 (+)

I MHOCOECEDEDN

IMGVR_UViG_3300007996_000031|3300007996|Ga0111052_100385: 1-38,730 (

I HOCIEPEDEON

SRS019607_al_ct33644 vs1:1-38,305 (+)

o DO OOCEDE0N

IMGVR_UViG_7000000394_000047|7000000394|SRS019607_WUGC _scaffo

0 od

=
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0 O

d_14395:1-36,329 (+)
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IMGVR_UViG_3300008730_000018|3300008730|Ga0113886_1000117: 1-35,476

I MOCOECEOEDN

IMGVR_UViG_3300045988_127568|3300045988|Ga0495776_103051: 1-35,472
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