O K KKK KK O (I KKK

L]
MGV-GENOME-0183195: 1-24,028 (+)

— K KKK KK O K KKK
MGV-GENOME-0171075: 1-23,350 (-)
O K KKK S KX A KKK

MGV—GENO.ME—O340888: 1-26,117 ()

L X X KK C K e & K KIRKEK

MGV-GENOME-0163380: 1-22,267 (-)

ax KKK KK X O O
SAMNO3418257_al_ct244957 vs1:1-20,148 (-)
+OH K KK O O (T KKK K
MGV-GENOME-0188495: 1-26,002 (-)
—O-H K KKK O O i KKK K —
MGV-GENOME-0191651:1-26,521 (-)

KK X AC KKK —
Han_2018_ERR1398166_NODE_168_length_24967_cov_119.767301: 1-24,967 (+)
O K KK KK O KK KKK KK
MGV-GENOME-0188588: 1-26,015 (-)
—OH K KKK O O KK KKK

MG\/'GENOT\/.\E—0195344: 1-25,385(+)

KKK O LK A KK
MGV-GENOME-0188611:1-26,018 (+)
—OH K KKK KK O K KKK KK

L]
MGV-GENOME-0201879: 1-26,507 (-)

—H K KKK O O KK KKK
MGV-GENOME-0195392: 1-25,394 (-)
—OH K KKK K O KK KKK EKKE

MGV—GEN(SME—01885 13:1-26,005 (+)

—OH K KK O O 1 KO —KEA

L
MGV-GENOME-0202863: 1-28,481 (-)

N K KKK O K KK KKK KK KA

MG\/'GENO.ME—OZO(J57O: 1-29,152 ()

H K KKK C K KO (I KKEaKEE K-

MGV-GENOME-0198609: 1-27,730 (1)

— K KKK K O 1 KA A

n
MGV-GENOME-0200905: 1-28,125 (-)

—O-H K KCHEK — | O KK KKIAED

MG\/—G[NO%./\[7034O746: 1-29,654 (+)

f 10000 nt i
tRNA

—




