uvig 461614:1-27,156 (+)

SRS149579 _al _ct16428 vs1:1-25,794 (+)

SRS078248_a1_ct35521 vs1:1-26,773 (+)

By I D

OTU_4465:1-26,230 (+

SRS143850_al ct47857_vs1:1-25,512 (+)

D 0

e

MGV-GENOME-0198508: 1-27,714 (+)

oo

N

uvig_146699:1-27,340 (+)

SRS104915_al ct19105_vs1:1-26,464 (+)

D) OO0 U

MGV-GENOME-0237536: 1-30,591 (+)

D) D

uvig 446541:1-27,784 (+)

D) D

MGV-GENOME-0202493:1-28,421 (+)

D) D W

uvig_591141:1-24,433 (+)

SRS098818_a1_ct49325_vs1:1-31,604 (+)

MGV-GENOME-0226590: 1-32,671 (+)

OO

MGV-GENOME-0226528:1-32,661 (+)

OO

MGV-GENOME-0219965:1-29,585 (+)

Ma_2019_SRR341604_NODE_352_length_30043_cov_3.300287: 1-30,043 (+)

D

uvig 337326:1-29,653 (+)

uvig_585948:1-28,837 (+)

k 10000 nt 1
AMR (AMRFinderPlus)
N




