MGV-GENOME-0211392:1-29,987 (+)

MGV-GENOME-0209574:1-29,669 (+)

MGV-GENOME-0216674:1-30,969 (+)

MGV-GENOME-0225150: 1-32,423 (+)

OO
OO
DI OO SO0 OB
OO
OO

uvig 481168:1-27,485 (+)

Han_2018_ERR1398136_NODE_332_length_37003_cov_26.715465: 1-37,003 (+)

MGV-GENOME-0218328:1-31,260 (+)

MGV-GENOME-0211409: 1-29,989 (+)

MGV-GENOME-0225353: 1-32,456 (+)

uvig 409364:1-31,016 (+)

uvig_228792:1-33418 (+)
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MGV-GENOME-0214366: 1-30,544 (+)

SRS143991 al_ct24798 vs01: 1-34,034 (+)
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uvig_243481:1-31,102 (+)
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MGV-GENOME-0244023: 1-29,994 (+)

uvig_480389:1-25,909 (+)

SAMNO5414963_al_ct209897_vs1:1-47,321 (+)

uvig_430372:1-41,731 (+)

MGV-GENOME-0166796:1-22,750 (+)
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