0 D Ve s s Y B D e B, B D I B I o Xa&D1DO

MGV-GENOME-0186051:1-25,605 (+) ' =

0N DD H OO DO DD K DD-D

uvig_358874:1-19,240 (+)

I D D-O-H DD D0 O PEDEOAADARIEID
uvig_359246:1-28,685 (+)

0 D DD DDA A D00 O DD H-KHDARNI-D
MGV-GENOME-0218308: 1-29,103 (+)

0N YDV be ni VI D e B B D I O PEIEEEDIDD
MGV-GENOME-0194305: 1-26,974 (+)

0N YD D he oI N, D e B, B D D O PESEAEIDD
SAMNO0791996_al ct74611 vs1:1-26,985 (+)
| M L DD DDA A DD 00 U PEAEDD—
MGV-GENOME-0191856:1-26,559 (+)
LY Dave s D) E D e BV, BN D D D DI i PO DD

MGV-GENOME-4379121:1-22,865 (-)

\ ) )

uvig_95969:1-27,105 (+)

| b by

MGV-GENOME-0178355: 1-24,426 (+)

\ ) Y

MGV-GENOME-0180550: 1-24,748 (+)

MGV-GENOME-0182504: 1-25,057 (+)
[ j
SAMNO06164859 al ct171801 vs1:1-26,602 (+)

\ ) Y

uvig 523977:1-26,313 (+)

| M by

MGV-GENOME-0181742:1-24,939 (+)

\ by by DA HI-HIMDA—D
MGV-GENOME-0212453: 1-30,184 (+) i

22

é

=Rpel R NCat
J

DD DD
H DEONTD—

|

§

| M VD Dave p B VDD D B D DY DD O PEASE AR D
uvig_216287:1-32,187 (+)

| M D DO U0 - OBOEE O PO
MGV-GENOME-0221676:1-28,110 (+)

| M VD Ve Ve i VI I e B B I, O PEEHEHKKIKHDADNED—

ivig_2219:1-29,353 (+)

I

k 10000 nt !
AMR (AMRFinderPlus) tRNA
EEE— —




