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NOME-0222238: 1-31,939 (+)
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uvig_45

908_:1-27,348 (+)
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-

NOME-0209178: 1-29,602 (+)
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?
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?

MGV-GENOME-0260607: 1-34,256 (+)

OoTU 39>21:5>j30 399 (+) m
uvig,591>11:3>;1 31,725 (+) m
‘uvig 2223[291 21,526 (+) >[D
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E?

uvig_165899:1-25,958 (+)
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N N N N

MGV-GENOME-0235590: 1-34,435 (+)
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