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TemPhD_cluster_30689: 1-31,158 (+)
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TemPhD_cluster_26402: 1-31,155 (+)
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TemPhD_cluster_26404:1-31,152 (+)
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TemPhD_cluster_26405: 1-31,152 (+)

OB ) o 0 P00 DA OO0 0 En—C—0— -

TemPhD_cluster_63575: 1-29,980 (+)
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TemPhD_cluster_51909: 1-32,818 (+)
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TemPhD_cluster_24978:1-31,829 (+)
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TemPhD_cluster_21274: 1-33,496 (+)
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TemPhD_cluster_28377:1-31,337 (+)
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TemPhD_cluster_38080: 1-31,283 (+)
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TemPhD_cluster_28380: 1-31,337 (+)
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TemPhD_cluster_63583:1-29,992 (+)
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TemPhD_cluster_63756:1-29,211 (-)
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TemPhD_cluster_25021: 1-30,629 (+)
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TemPhD_cluster_33847:1-30,628 (+)
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TemPhD_cluster_44453: 1-29,430 (+)
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TemPhD_cluster_64126: 1-26,659 (+)
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TemPhD_cluster_43505: 1-35,754 (+)
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TemPhD_cluster_37464_:1-36,173 (+)
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