
SAMN10080900_a1_ct70253_vs1: 1-14,152 (+)

uvig_585592: 1-15,941 (-)

MGV-GENOME-0108471: 1-16,275 (-)

uvig_143683: 1-16,059 (+)

MGV-GENOME-0111150: 1-16,495 (-)

Ma_2019_SRR413761_NODE_2815_length_15577_cov_79.182894: 1-15,577 (-)

SAMN00792106_b1_ct57_vs02: 1-16,195 (+)

MGV-GENOME-0090199: 1-14,883 (-)

SAMN11893771_a1_ct693: 1-15,883 (+)

SAMN00792107_b1_ct73_vs02: 1-15,342 (+)

Ma_2019_SRR413676_NODE_1453_length_15755_cov_2.821592: 1-15,755 (-)

MGV-GENOME-0106279: 1-16,108 (+)

Shkoporov_2019_SRR9161584_NODE_31_length_15696_cov_20.292181: 1-15,696 (-)

MGV-GENOME-0110786: 1-16,461 (-)

MGV-GENOME-0114446: 1-16,764 (+)

MGV-GENOME-0096948: 1-15,406 (+)

uvig_133187: 1-17,220 (+)

MGV-GENOME-0105282: 1-16,028 (-)

uvig_373983: 1-14,052 (-)

6000 nt


