H b

uvig_594388: 1-13,475 (+)

H )

uvig_459369_:1-13,660 (-)

IMGVR_UViG_3300029451_000035|3300029451|Ga0244069_100623: 1-14,482 (-)

A

uvig_241957:1-14,868 (-)

Han_2018_ERR1398218 NODE_2428_length_14029_cov_62.414627:1-14,029 ()

ba r

MGV-GENOME-0079429:1-13,930 (-)

H b

uvig_423616:1-14,518 (+)

N y

uvig_183812:1-14,156 (+)

SAMN10407349 a1 _ct401118_vs1:1-18,729 (-)

N N

MGV-GENOME-0083627: 1-14,295 (-)

A y

uvig 253094:1-13,570 (-)

A y

MGV-GENOME-0086207: 1-14,527 (+)

b )

uvig_550452:1-13,533 (-)

MGV-GENOME-0086354: 1-14,540 (+)

IMGVR_UViG_3300045988_120561|3300045988|Ga0495776_135049: 1-13,754 (-)

A -

MGV-GENOME-0073559:1-13,459 (+)

ha

MGV-GENOME-0085376:1-14.452 (-)

Monaco_MBA4011_NODE_256_length_14196_cov_178.548383: 1-14,196 (-)

SAMNO9781706_al ct36504 vs1:1-13,828 (+)
k 5000 nt




