
SAMEA2737913_b1_ct5: 1-41,044 (+)

MGV-GENOME-0273725: 1-40,994 (+)

SRS144124_a1_ct37692: 1-41,784 (+)

SRS147871_a1_ct8804: 1-40,020 (+)

SAMEA2737996_b1_ct4: 1-40,878 (+)

MGV-GENOME-0272182: 1-40,706 (+)

SRS148730_a1_ct7906_vs1: 1-42,025 (+)

SRS075959_a1_ct4847: 1-41,678 (+)

SRS098482_a1_ct137401_vs01: 1-41,823 (+)

SRS143762_a1_ct7227_vs1: 1-41,690 (+)

SRS144237_a1_ct8127: 1-41,362 (+)

SRS104921_a1_ct11875_vs01: 1-39,927 (+)

SRS014578_a1_ct12834: 1-39,974 (+)

MGV-GENOME-0272973: 1-40,855 (+)

SAMEA2737886_b1_ct1: 1-40,800 (+)

MGV-GENOME-0271632: 1-40,604 (+)

MGV-GENOME-0273059: 1-40,868 (+)

SAMEA2737976_b1_ct5: 1-40,813 (+)

SRS024381_a1_ct22278_vs1: 1-37,688 (+)

10000 nt


