
IMGVR_UViG_3300029087_000101|3300029087|Ga0169172_100071|1-56447: 1-56,447 (+)

MGV-GENOME-0295625: 1-45,533 (+)

MGV-GENOME-0288256: 1-42,274 (+)

MGV-GENOME-0287206: 1-41,977 (+)

MGV-GENOME-0288856: 1-42,274 (+)

MGV-GENOME-0266496: 1-37,486 (+)

MGV-GENOME-0330584: 1-57,188 (+)

OTU_601: 1-62,098 (+)

OTU_613: 1-61,748 (+)

OTU_603: 1-62,058 (+)

IMGVR_UViG_3300014771_000044|3300014771|Ga0169781_100180: 1-64,576 (+)

IMGVR_UViG_3300014751_000063|3300014751|Ga0169793_100047|53012-113186: 1-60,175 (+)

SAMN05826542_a1_ct44988_vs1: 1-70,600 (+)

Norman_77_NODE_5_length_62402_cov_188.006496: 1-62,402 (+)

OTU_338: 1-81,218 (+)

uvig_113308: 1-70,431 (+)

OTU_561: 1-62,990 (+)

uvig_371324: 1-59,514 (+)

uvig_110868: 1-51,072 (+)

30000 nt

defence (PADLOC) virulence (VFDB)


