Han_2018_ERR1398107 NODE _689_length_27454 cov_6.03/337- 1-27,454 (+)

MGV-GENOME-0246409: 1-26,064 (+)

MGV-GENOME-0214880: 1-26,838 (+)

MGV-GENOME-0183889: 1-25,268 (+)
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MGV-GENOME-0194907: 1-27,073 (+)
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OTU_3723:1-32,040 (+)
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MGV-GENOME-0230272: 1-33,368 (+)

IMGVR_UViG_3300045988_120632|3300045988|Ga0495776_145085: 1-33,368 (+)
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MGV-GENOME-0203153: 1-28,533 (+) =

OTU_3281:1-34,623 (+)
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OTU_3679:1-32,316 (+)
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MGV-GENOME-0220576: 1-31,649 (+)

OTU_3357:1-34,227 (+)
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OTU_3647:1-32,592 (+)
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MGV-GENOME-0211033: 1-29,928 (+)

uvig 542774:1-33213 (+)

MGV-GENOME-0218978:1-24,956 (+)

MGV-GENOME-0178187:1-24,396 (+)
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