MGV-GENOME-0213713:1-30,423 (+)
MGV-GENOME-0187436:1-25,833 (+)

MGV-GENOME-0196225:1-27,302 (+)
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MGV-GENOME-0178390: 1-24,432 (+)

MGV-GENOME-0178994: 1-24,516 (+)

SRS143466_al_ct18803_vs01: 1-39,100 (+)

MGV-GENOME-0212302: 1-30,154 (+)

MGV-GENOME-0211769: 1-30,055 (+)

MGV-GENOME-0177885: 1-24,349 (+)

MGV-GENOME-0179119:1-24,534 (+)

SAMNOG414949 a1l _ct233794 vs1: 1-27,104 (+)

Han_2018_ERR1398072_NODE_352_length_36708_cov_8.367119: 1-36,708 (+)

MGV-GENOME-0161411:1-22,009 (+)
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SAMEA2737742_b1_ct65_vs2:1-31,333 (+)

SRS018427_al_ct1848_vs1:1-38,845 (+)
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