|

MGV-GENOME-0288789: 1-44,007 (+)

SAMNO5827194 a1l ct3123 vs1:1-44,445 (+)

S

|

IMGVR_UViG_3300045988_121231|3300045988|Ga0495776_163062: 1-49,052 (+)

|

MGV-GENOME-0345760: 1-49,052 (+)

|

uvig 430672: 1-63,534 (+)

|

MGV-GENOME-0295494: 1-45,504 (+)

|

SAMN11252269_al_ct8848 vs1:1-44,403 (+)

|

uvig 410940: 1-51,367 (+)

|

MGV-GENOME-0346362:1-49,012 (+)

|

MGV-GENOME-0338036: 1-49,010 (+)

|

MGV-GENOME-0308645: 1-49,429 (+)

|

uvig_493106: 1-52,302 (+)
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|

IMGVR_UViG_3300045988_127057|3300045988|Ga0495776_187468: 1-48,497 (+)

|

MGV-GENOME-0318386: 1-53,382 (+)

SAMNO5414900_al _ct453:1-49,299 (+)

IMGVR_UViG_3300045988_127364|3300045988|Ga0495776_002677: 1-49,440 (+)

%
§

uvig 414346:1-36,979 (+)

§

b

Rampelli_HCO_09_NODE_19_length_46270_cov_3.867532:1-46,270 (+)
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