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MGV-GENOME-0178737:1-24,477 (+)

MGV-GENOME-0173035: 1-23,628 (+)
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MGV-GENOME-0192713:1-26,704 (+)
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MGV-GENOME-0187041:1-25,771 (+)
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MGV-GENOME-0208658:1-29,513 (+)
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MGV-GENOME-0215816: 1-30,807 (+)
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MGV-GENOME-0220881: 1-31,703 (+)
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MGV-GENOME-0188227:1-25,961 (+)
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