[ OPC 2 DDA KK KK KK

—
IMGVR_UViG_3300029528_000077|3300029528|Ga0244850_100128|25398-66048: 1-40,651 (+)

OO H-DBKARRKKIAC K KKID KA K KK

IMGVR_UViG_3300045988_138964|3300045988|Ga0495776_024926:1-41,051 (+)

O O H-DBIAARAcCK KD —EAEA K KK

IMGVR_UViG_3300029457_000108|3300029457|Ga0244117_100008|185672-226029: 1-40,358 (+)

O 2 PRI KAD«—a A K KK

—
MGV-GENOME-0337546: 1-42,049 (+)

O O OPPDEKRAEKKIAC K KKD—CAEIE K KK

IMGVR_UViG_3300045988_094649|3300045988|Ga0495776_181496:1-41,180 (+)

O O AEEARKIACK . KHKD—— & K KK

L
MGV-GENOME-0276548:1-41,538 (+)

I/ B B, I/, OO0 N N € 0 2 GO0 OO O K KK

—
MGV-GENOME-0308464: 1-42,264 (+)

O O OPPDERARKKIAC K KD~ K KK

IMGVR_UViG_3300045988_113107|3300045988|Ga0495776_109894: 1-41,395 (+)

D O OB KID——&A-ACK K KK

IMGVR_UViG_3300045988_087277|3300045988|Ga0495776_186627:1-40,794 (+)

I B B/ )y O (00 O N 0 O O O OO O K KK

—_— —
IMGVR_UViG_3300029374_000317|3300029374|Ga0243945_1000022|31164-74589: 1-43,426 (+)

[ OPE O OPPEERARKKKIAC K KO- K KK

IMGVR_UViG_3300045988_087744|3300045988|Ga0495776_186409:1-40,110 (+)

O O DB -EEAEH K KK

L
MGV-GENOME-0262016:1-38,810 (+)

P 2 AHIEEARIAC_ KKD—C KKK KK

—
MGV-GENOME-0310332: 1-45,062 (+)

O O HPPDEKAAKKIACK KKD—— - K KK

—
MGV-GENOME-0281899: 1-42,622 (+)

O O HEDKARAKKIACK KKID—CE AR K KK

—
MGV-GENOME-0280570: 1-42,345 (+)

P 2 AADEEKORKNEC XKD K KK

—
IMGVR_UViG_3300045988_085473|3300045988|Ga0495776_055603: 1-43,195 (+)

[ OPE O ORI KD K KK

—
MGV-GENOME-0282786:1-42,790 (+)

O O ORI KRR L K KK

L
MGV-GENOME-0273459:1-40,018 (+)

O O DO KKID— KK KK

—
IMGVR_UViG_3300029178_000069|3300029178|Ga0167504_100068|365-45945: 1-45,581 (+)

O O OMCHKAARKIEC K KKD—-CKIC ¢ KK

IMGVR_UViG_3300045988_118207|3300045988|Ga0495776_114152: 1-40,972 (+)
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—
MGV-GENOME-0275846:1-41,393 (+)

IMGVR_UViG_3300045988_068422|3300045988]|Ga0495776_025687:1-39,350 (+)

[ ODE O OPPDERARKKIAC K XKD~ KKK K

—
MGV-GENOME-0307350: 1-45,127 (+)

OB O AIEDAARKKIECI . KKID—DEAATIX K KK

IMGVR_UViG_3300029522_000210|3300029522|Ga0244835_1000214(13645-55105: 1-41,461 (+)

[ OPC 2 AHIOEAAEKECC KD K KK

—
uvig_325959:1-42,940 (+)

oD O OPEDEKRKHE I HE— KA K KK

IMGVR_UViG_3300045988_112458|3300045988|Ga0495776_025319:1-41,211 (+)

O O H-DBAKIRKIECIC XKD~ K KK

—
uvig 322991:1-40,595 (+)

P 2 KA XKD K KK

— —
MGV-GENOME-0342622: 1-41,048 (+)

O O DK KD« KO KKK

— —
MGV-GENOME-0321466:1-48,286 (+)

O O HPPBERAAC . KD EHTTTOD- KKK K

—
MGV-GENOME-0324482: 1-45,216 (+)

O 2 ADEEERKIE I KO- AR K KK

MGV-GENOME-0323872:1-43,199 (+)

MGV-GENOME-0314383: 1-39,337 (+)

MGV-GENOME-0358049: 1-40,001 (+)

O O HPEEKARKKEC K KKID—HEAEK K KK

—
uvig_584478: 1-40,804 (+)

P o AHADEKXKECI KK HEAEEES K KK

— —
uvig 594964:1-40,357 (+)

O O DDA KRKIDE-EKH T KK KK

IMGVR_UViG_3300045988_112861|3300045988|Ga0495776_024707: 174095 (+)

OO AHEHIKAKHEC K KKID-DEKKKETH K KK

IMGVR_UViG_3300045988_113632|3300045988|Ga0495776_114128:1-40,963 (+)

[ OPPEC H-DHAEAC K KD ——C KKK K

—
IMGVR_UViG_3300029550_000149|3300029550|Ga0245019_100085[34161-78631: 1-44,471 (+)

COPPB O>-OUHKRAEKECK KKHD— KA K KK

—
uvig 243218:1-43228 (+)

D O AHACHKKRREC KK ISR K KK

L
MGV-GENOME-0346368:1-42,678 (+)

O O OHPPDEERAERKKIACK KA« EHHAEEEE T K

IMGVR_UViG_3300045988_136369|3300045988|Ga0495776_137727:1-45,389 (+)
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L
IMGVR_UViG_2876625285_000003|2876625285|2876625285|87352-134081: 1-46,730 (+)

O O AHPERKACK (DO—OT AL K KK

IMGVR_UViG_2788500337_000004|2788500337|2788559152|512872-555356: 1-42,485 (+) -

MGV-GENOME-0213323:1-25,631 (+)

KK KKK

MGV-GENOME-0187077:1-22,803 (+)

MGV-GENOME-0203907: 1-25,470 (+)

MGV-GENOME-0197435: 1-24,383 (+)

MGV-GENOME-0197123:1-24,619 (+)

MGV-GENOME-0201960:1-25,271 (+)
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KK KKK
KA KA
O (AR KD

MGV-GENOME-0191612:1-23,925 (+)

MGV-GENOME-0184265:1-22,818 (+)

MGV-GENOME-0174528: 1-23,849 (+)

MGV-GENOME-0189746:1-23,119 (+)

MGV-GENOME-0177260: 1-24,261 (+)

KO KAKKCCD

MGV-GENOME-0175453:1-23,982 (+)

MGV-GENOME-0182190: 1-25,009 (+)

KX A=A KID

MGV-GENOME-0205071: 1-23,822 (+)
MGV-GENOME-0183430: 1-25,195 (+)

MGV-GENOME-0201851: 1-25,257 (+)

MGV-GENOME-0209942: 1-26,656 (+)

MGV-GENOME-0231774:1-30,626 (+)

MGV-GENOME-0196837:1-26,123 (+)

MGV-GENOME-0200507: 1-25,065 (+)

MGV-GENOME-0235587:1-26,035 (+)

MGV-GENOME-0254725:1-26,967 (+)

KK KKAAKRC KD

uvig_409571:1-28,900 (+)

MGV-GENOME-0240573:1-30,864 (+)

MGV-GENOME-0274609: 1-35,253 (+)

KHIK KA
KKK KK KK KK

MGV-GENOME-0198513:1-23,551 (+)

MGV-GENOME-0241583: 1-30,701 (+)

MGV-GENOME-0222145:1-31,923 (+)
MGV-GENOME-0178986: 1-24,515 (+)

MGV-GENOME-0177416:1-24,282 (+)

MGV-GENOME-0231282: 1-29,606 (+)

MGV-GENOME-0197202: 1-24,455 (+)

MGV-GENOME-0202115:1-25,336 (+)

KK KKK KO

uvig_243312:1-30,160 (+)

MGV-GENOME-0236211:1-31,075 (+)

MGV-GENOME-0199896:1-24,171 (+)

uvig 408870:1-21,547 (+)

HOKK KKK

MGV-GENOME-0233789: 1-29,542 (+)

MGV-GENOME-0196036: 1-27,268 (+)

KKK KKK

MGV-GENOME-0172462:1-23,543 (+)

MGV-GENOME-0207280: 1-26,246 (+)

uvig 184212:1-37,921 (+)

SAMNO05414990_al_ct23829:1-42,158 (+)

OB O AHIPDEKRKIECK . HKADAH—CCKE K KK KK KK KD

MGV-GENOME-0255851:1-36,926 (+)

O O OEEXAKKIAC K JHD—MHE DX KK KK

SAMNO06165016_a1_ct147016_vs1:1-40,871 (+)

[ OPC O OIEDKRAKIACK . KIDHOOE0DE O KKK

MGV-GENOME-0322957: 1-33,191 (+)
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MGV-GENOME-0221582: 1-28,815 (+)

MGV-GENOME-0311077:1-26,328 (+)

MGV-GENOME-0206514:1-25,751 (+)

MGV-GENOME-0205068: 1-24,882 (+)

MGV-GENOME-0232091:1-33,731 (+)

MGV-GENOME-0334704: 1-34,055 (+)

MGV-GENOME-0246712:1-29,350 (+)

O O HOEKAKKECK KD EEHHL KK KK AU

MGV-GENOME-0303015: 1-36,920 (+)

I B B O O O N 0 0 GO O K KK A=A

MGV-GENOME-0349284:1-37,392 (+)

O O AP HECK KKID—HEK K KK KKK

uvig 62822:1-36,104 (+)

O O AHEDIAARHIECI XKD HID— N O O K

SRS019090_a1_ct30777_vs01: 1-45,100 (+)

P AHPEAOAEKECC OO KK KK

—
MGV-GENOME-0266522:1-39,605 (+)

O O AHIPDIAAEKKEC K KD A K KK

uvig 447064:1-39,858 (+)
IMGVR_UViG_3300045988_185183|3300045988|Ga0495776_174703[3-46981: 1-46,979 (+)

KKIO- A3 ICID
KO KKK D

uvig 386013:1-22,046 (+)

uvig_385147:1-24,048 (+)

MGV-GENOME-0272894: 1-33,388 (+)

O O DEKKKEC K KK —OHE R KK KKK KD

uvig 404273:1-35,925 (+)

O O HOBEKEKKECK KKID—O—DEEacE . KK

-
MGV-GENOME-0248424: 1-31,344 (+)

AT O KKK D
O O KKK K KK A=A

MGV-GENOME-0310022: 1-34,717 (+)

MGV-GENOME-0245170: 1-34,601 (+)

O O KKK I EA-EAETTH K KK RAHKIC KD

MGV-GENOME-0303182: 1-34,975 (+)

O AHADEK IO K KK (AT

MGV-GENOME-0312113:1-34,559 (+)

O O DK EEEE S E ) D AT K

\MG\/R,UViG,33OOO45988,142320|3300045988\GaO49577é,170573:-1744,351 (+)

K KK AR KD
KK KK KKK

MGV-GENOME-0209779:1-29,709 (+)

MGV-GENOME-0233982: 1-30,774 (+)

MGV-GENOME-0188560: 1-26,010 (+)

MGV-GENOME-0328989: 1-30,890 (+)

MGV-GENOME-0224605: 1-29,974 (+)

KK KAA-KRC KD
MGV-GENOME-0240936: 1-23,349 (+)
OO AHPDAKKKKH—D DDA KK KK KAAEKRCICH

—
MGV-GENOME-0245169:1-32,734 (+)

uvig_572890: 1-20,834 (+)

D O AHPDEKOAHIECK KD ——AaadK K< KK KKK

uvig 221654:1-34,499 (+)

O O AHPEKEKECK KKID— K- KT —AK K

uvig_329437:1-40,203 (+) -
uvig_268445:1-22,270 (+)

uvig 374426:1-18,826 (+)

uvig_469798:1-19,900 (+)

uvig 42011:1-26,380 (+)
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