
MGV-GENOME-0353748: 1-82,616 (+)

MGV-GENOME-0345914: 1-71,827 (+)

IMGVR_UViG_3300045988_117039|3300045988|Ga0495776_116348: 1-90,035 (+)

MGV-GENOME-0361433: 1-93,324 (+)

MGV-GENOME-0359909: 1-90,724 (+)

IMGVR_UViG_3300045988_098464|3300045988|Ga0495776_010612: 1-91,844 (+)

MGV-GENOME-0337338: 1-63,495 (+)

MGV-GENOME-0338571: 1-64,448 (+)

Ma_2019_SRR413645_NODE_53_length_91165_cov_18.139227: 1-91,165 (+)

MGV-GENOME-0359645: 1-88,160 (+)

IMGVR_UViG_3300045988_111572|3300045988|Ga0495776_132209: 1-91,875 (+)

MGV-GENOME-0358084: 1-87,450 (+)

IMGVR_UViG_3300045988_113035|3300045988|Ga0495776_132121: 1-91,534 (+)

MGV-GENOME-0360397: 1-91,534 (+)

IMGVR_UViG_3300045988_114413|3300045988|Ga0495776_132188: 1-91,783 (+)

MGV-GENOME-0359908: 1-90,721 (+)

IMGVR_UViG_3300045988_108496|3300045988|Ga0495776_006218: 1-85,920 (+)

MGV-GENOME-0348260: 1-75,049 (+)

30000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


