
IMGVR_UViG_3300045988_002631|3300045988|Ga0495776_014359: 1-18,567 (+)

SAMN05826792_a1_ct26813_vs1: 1-18,487 (+)

IMGVR_UViG_3300022758_000130|3300022758|Ga0255597_108206: 1-16,234 (+)

IMGVR_UViG_3300045988_036811|3300045988|Ga0495776_039319: 1-18,047 (+)

IMGVR_UViG_3300045988_021599|3300045988|Ga0495776_012931: 1-18,169 (+)

uvig_243924: 1-18,561 (+)

SAMN09781756_a1_ct164420_vs1: 1-18,511 (+)

uvig_242930: 1-18,111 (-)

IMGVR_UViG_3300045988_015272|3300045988|Ga0495776_016171: 1-19,601 (-)

uvig_476326: 1-18,188 (+)

uvig_248884: 1-17,816 (-)

MGV-GENOME-0135328: 1-18,762 (+)

uvig_231308: 1-17,967 (+)

uvig_238512: 1-17,818 (-)

MGV-GENOME-0128763: 1-18,079 (+)

uvig_138678: 1-17,835 (+)

IMGVR_UViG_3300045988_023344|3300045988|Ga0495776_012887: 1-17,933 (-)

IMGVR_UViG_3300045988_012604|3300045988|Ga0495776_012907: 1-18,032 (+)

IMGVR_UViG_3300045988_029564|3300045988|Ga0495776_012888: 1-17,946 (-)

MGV-GENOME-0121322: 1-17,358 (-)

IMGVR_UViG_3300045988_022980|3300045988|Ga0495776_039304: 1-18,041 (-)

MGV-GENOME-0125822: 1-17,778 (-)

IMGVR_UViG_3300045988_023142|3300045988|Ga0495776_011421: 1-17,703 (-)

MGV-GENOME-0122870: 1-17,495 (+)

MGV-GENOME-0124856: 1-17,686 (-)

MGV-GENOME-0131411: 1-18,346 (-)

IMGVR_UViG_3300045988_051143|3300045988|Ga0495776_014321: 1-18,346 (-)

uvig_407600: 1-18,212 (-)

MGV-GENOME-4351904: 1-18,629 (+)

IMGVR_UViG_3300045988_044287|3300045988|Ga0495776_015421: 1-18,698 (-)

MGV-GENOME-0115705: 1-16,873 (+)

IMGVR_UViG_3300045988_011708|3300045988|Ga0495776_015443: 1-18,865 (+)

OTU_6016: 1-18,901 (-)

uvig_419895: 1-18,803 (+)

IMGVR_UViG_3300045988_054492|3300045988|Ga0495776_016176: 1-19,800 (-)

MGV-GENOME-0137943: 1-19,048 (-)

uvig_135761: 1-18,556 (-)

uvig_575852: 1-18,359 (-)

MGV-GENOME-0136793: 1-18,924 (-)

OTU_6123: 1-18,510 (-)

OTU_6281: 1-17,959 (+)

IMGVR_UViG_3300045988_024590|3300045988|Ga0495776_083153: 1-18,808 (+)

Monaco_MBA4027_NODE_12_length_18755_cov_1158.284902: 1-18,755 (+)

IMGVR_UViG_3300045988_017425|3300045988|Ga0495776_039654: 1-18,226 (+)

MGV-GENOME-0125339: 1-17,731 (-)

IMGVR_UViG_3300045988_034984|3300045988|Ga0495776_039259: 1-18,006 (+)

MGV-GENOME-0124664: 1-17,667 (+)

SAMN11252276_a1_ct80514_vs1: 1-18,233 (-)

IMGVR_UViG_3300045988_032762|3300045988|Ga0495776_015797: 1-19,320 (+)

IMGVR_UViG_3300045988_027174|3300045988|Ga0495776_015451: 1-18,923 (-)

IMGVR_UViG_3300045988_017596|3300045988|Ga0495776_012937: 1-18,195 (+)

uvig_409047: 1-18,450 (-)

MGV-GENOME-0133987: 1-18,619 (+)

IMGVR_UViG_3300045988_016459|3300045988|Ga0495776_014335: 1-18,425 (+)

uvig_573894: 1-18,182 (+)

SAMN05826957_a1_ct6599_vs1: 1-18,012 (-)

MGV-GENOME-0128908: 1-18,092 (-)

IMGVR_UViG_3300045988_028413|3300045988|Ga0495776_014325: 1-18,373 (-)

uvig_403494: 1-17,571 (-)

SAMN05414944_a1_ct65615_vs1: 1-17,729 (+)

IMGVR_UViG_3300045988_041147|3300045988|Ga0495776_015780: 1-19,032 (-)

IMGVR_UViG_3300045988_025041|3300045988|Ga0495776_083069: 1-18,757 (+)

uvig_575969: 1-18,293 (-)

MGV-GENOME-0137048: 1-18,954 (-)

IMGVR_UViG_3300045988_010496|3300045988|Ga0495776_014320: 1-18,318 (+)

MGV-GENOME-0131180: 1-18,318 (+)

MGV-GENOME-0129826: 1-18,179 (+)

uvig_6244: 1-18,178 (-)

uvig_415596: 1-18,698 (+)

uvig_574940: 1-18,275 (-)

IMGVR_UViG_3300045988_036700|3300045988|Ga0495776_015439: 1-18,834 (+)

SAMN05826597_a1_ct33549_vs1: 1-17,969 (+)

uvig_416770: 1-18,511 (+)

IMGVR_UViG_3300045988_024633|3300045988|Ga0495776_015448: 1-18,899 (+)

IMGVR_UViG_3300045988_020930|3300045988|Ga0495776_039542: 1-18,159 (+)

MGV-GENOME-0140783: 1-19,375 (+)

OTU_6181: 1-18,305 (+)

IMGVR_UViG_3300045988_057080|3300045988|Ga0495776_015800: 1-19,373 (-)

uvig_93368: 1-18,579 (+)

OTU_6128: 1-18,497 (-)

SAMN11893712_a1_ct935_vs1: 1-18,756 (+)

MGV-GENOME-4353181: 1-18,780 (-)

MGV-GENOME-0132083: 1-18,418 (+)

uvig_48608: 1-18,315 (+)

Norman_156_NODE_13_length_18095_cov_1604.387029: 1-18,095 (+)

MGV-GENOME-0134375: 1-18,661 (-)

IMGVR_UViG_3300045988_024648|3300045988|Ga0495776_039465: 1-18,124 (+)

IMGVR_UViG_3300045988_002598|3300045988|Ga0495776_014350: 1-18,541 (-)

uvig_205925: 1-17,831 (+)

MGV-GENOME-0132479: 1-18,458 (+)

IMGVR_UViG_3300007097_000023|3300007097|Ga0102537_100683: 1-18,844 (-)

MGV-GENOME-0126997: 1-17,899 (+)

IMGVR_UViG_3300023493_000032|3300023493|Ga0257031_101461: 1-17,636 (+)

MGV-GENOME-0143586: 1-19,699 (-)

IMGVR_UViG_3300045988_054829|3300045988|Ga0495776_040525: 1-19,172 (-)

IMGVR_UViG_3300045988_024043|3300045988|Ga0495776_015453: 1-18,942 (-)

IMGVR_UViG_3300045988_020153|3300045988|Ga0495776_012911: 1-18,074 (+)

SRS023971_a1_ct4922_vs1: 1-18,214 (-)

MGV-GENOME-0132330: 1-18,443 (+)

IMGVR_UViG_3300007969_000017|3300007969|Ga0114312_100567: 1-18,250 (+)

IMGVR_UViG_3300045988_050886|3300045988|Ga0495776_016169: 1-19,592 (-)

OTU_6202: 1-18,236 (+)

uvig_498520: 1-18,062 (+)

IMGVR_UViG_3300045988_027222|3300045988|Ga0495776_121173: 1-17,148 (+)

OTU_6034: 1-18,841 (-)

Reyes_2015_F209_T2_NODE_13_length_18612_cov_10.352448: 1-18,612 (-)

uvig_253543: 1-17,841 (-)

MGV-GENOME-0133543: 1-18,572 (-)

uvig_414850: 1-18,270 (+)

uvig_2279: 1-18,871 (+)

uvig_131892: 1-18,011 (-)

MGV-GENOME-0130122: 1-18,209 (-)

IMGVR_UViG_3300045988_061742|3300045988|Ga0495776_014339: 1-18,455 (-)

IMGVR_UViG_3300045988_005752|3300045988|Ga0495776_014360: 1-18,571 (+)

IMGVR_UViG_3300045988_023605|3300045988|Ga0495776_015779: 1-19,032 (+)

SAMN05414997_a1_ct37644_vs1: 1-19,067 (-)

MGV-GENOME-0142132: 1-19,531 (+)

IMGVR_UViG_3300045988_065563|3300045988|Ga0495776_015462: 1-19,002 (-)

uvig_415864: 1-18,443 (+)

IMGVR_UViG_3300045988_107078|3300045988|Ga0495776_015417: 1-18,687 (-)

IMGVR_UViG_3300045988_017694|3300045988|Ga0495776_122906: 1-18,330 (+)

SAMN11252269_a1_ct9111_vs1: 1-16,750 (-)

MGV-GENOME-0056819: 1-12,284 (+)

MGV-GENOME-0072539: 1-13,380 (-)

MGV-GENOME-0076620: 1-13,697 (-)

SAMN10290175_a1_ct79580_vs1: 1-13,994 (+)
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