IMGVR_UViG_3300045988 031383|3300045988|Ga0495776_016:
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75:1-57,481 (+)

SAMEA2738084_b1 ct3:1-57,393 (+)
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IMGVR_UViG_3300022488_000009|3300022488|Ga0242621_100002: 1-57,453 (+)

Ejij

MGV-GENOME-0320658: 1-54,492 (+)

MGV-GENOME-0327948:1-57,984 (+)
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IMGVR_UViG_3300008362_000004/3300008362|Ga0115107_100107:

~

1-56,959 (+)

MGV-GENOME-0327305: 1-57,689 (+)

MGV-GENOME-0326149:1-57,162 (+)
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SAMEA2738110_b1 ct3:1-57,634 (+)
U
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SRS146894 al ct19736_vs01:1-58,339 (+)

IMGVR_UViG_3300008732_000006|3300008732|Ga0113984_100107: 1-57,047 (+)

uvig_460384:1-54,462 (+)

uvig_446530:1-50,265 (+)

Ejijij

IMGVR_UViG_3300008283_000003|3300008283|Ga0110914_100141:1-56,553 (+)

Ej

IMGVR_UViG_7000000367_000087|7000000367|SRS048791_LANL scaffold_65887:1-56,482 (+)

SRS048791_al_ct33377_vs1:1-47,253 (+)
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SRR5495011 NODE _15_length 33238 cov_29.212970:1-33,238 (+)
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