
IMGVR_UViG_3300006217_000269|3300006217|Ga0081461_1003153: 1-34,170 (+)

IMGVR_UViG_3300006149_000059|3300006149|Ga0080712_1000295: 1-34,590 (+)

IMGVR_UViG_3300029742_000016|3300029742|Ga0245239_101060: 1-34,405 (+)

IMGVR_UViG_3300008520_000373|3300008520|Ga0111044_100613|19604-53356: 1-33,753 (+)

IMGVR_UViG_3300029430_000017|3300029430|Ga0243922_100833: 1-42,627 (+)

IMGVR_UViG_2844275920_000003|2844275920|2844275964|157688-191127: 1-33,440 (+)

IMGVR_UViG_3300014566_000176|3300014566|Ga0134372_1000002|163145-195931: 1-32,787 (+)

IMGVR_UViG_3300029617_000020|3300029617|Ga0245125_100983: 1-34,633 (+)

SAMN06164986_a1_ct6602: 1-36,766 (+)

IMGVR_UViG_3300007742_000020|3300007742|Ga0105758_1000708: 1-34,862 (+)

OTU_3333: 1-34,351 (+)

IMGVR_UViG_651324050_000001|651324050|651324898: 1-35,125 (+)

IMGVR_UViG_3300029042_000020|3300029042|Ga0169701_100525: 1-34,363 (+)

IMGVR_UViG_3300029698_000320|3300029698|Ga0245184_100057|104533-137318: 1-32,786 (+)

IMGVR_UViG_3300029514_000048|3300029514|Ga0244787_100589: 1-37,950 (+)

IMGVR_UViG_3300029623_000172|3300029623|Ga0245138_1000970: 1-35,804 (+)

IMGVR_UViG_3300029186_000004|3300029186|Ga0167509_100554: 1-36,161 (+)

IMGVR_UViG_7000000460_000027|7000000460|SRS051031_LANL_scaffold_22172: 1-32,707 (+)

IMGVR_UViG_3300029749_000034|3300029749|Ga0245202_1000936: 1-32,842 (+)

IMGVR_UViG_2910296936_000009|2910296936|2910297020|65288-104169: 1-38,882 (+)

IMGVR_UViG_3300029815_000042|3300029815|Ga0244882_1001071: 1-34,889 (+)

IMGVR_UViG_3300008726_000059|3300008726|Ga0113881_100240: 1-36,109 (+)

IMGVR_UViG_3300029857_000405|3300029857|Ga0245297_1000100|51713-87962: 1-36,250 (+)

IMGVR_UViG_3300029588_000103|3300029588|Ga0245111_1000638: 1-35,109 (+)

IMGVR_UViG_3300029011_000088|3300029011|Ga0169594_100126|34044-67497: 1-33,454 (+)

IMGVR_UViG_3300029430_000034|3300029430|Ga0243922_101125: 1-33,669 (+)

IMGVR_UViG_3300029819_000216|3300029819|Ga0245024_100461|20669-53396: 1-32,728 (+)

IMGVR_UViG_3300029111_000153|3300029111|Ga0168815_100403|5876-40282: 1-34,407 (+)

IMGVR_UViG_3300039344_000258|3300039344|Ga0169246_00111|7654-43195: 1-35,542 (+)

IMGVR_UViG_3300006476_000279|3300006476|Ga0100233_100375|1-39829: 1-39,829 (+)

IMGVR_UViG_3300029427_000297|3300029427|Ga0243889_1000547|5109-39962: 1-34,854 (+)

IMGVR_UViG_3300029256_000009|3300029256|Ga0168827_100767: 1-38,894 (+)

IMGVR_UViG_3300039356_000057|3300039356|Ga0169776_00424: 1-33,511 (+)

IMGVR_UViG_3300031555_001348|3300031555|Ga0318466_10026058: 1-34,397 (+)

IMGVR_UViG_3300029305_001464|3300029305|Ga0307249_10026800: 1-34,213 (+)

OTU_3758: 1-31,747 (+)

IMGVR_UViG_3300029177_000004|3300029177|Ga0169205_100256: 1-32,706 (+)

IMGVR_UViG_3300007501_000259|3300007501|Ga0104994_100165|66061-99551: 1-33,491 (+)

IMGVR_UViG_3300007360_000217|3300007360|Ga0104766_1000649: 1-40,084 (+)

IMGVR_UViG_3300029589_000308|3300029589|Ga0245106_100437|2-42444: 1-42,443 (+)

IMGVR_UViG_3300045988_023608|3300045988|Ga0495776_101211: 1-34,637 (+)

IMGVR_UViG_3300045988_032726|3300045988|Ga0495776_059616: 1-34,826 (+)

MGV-GENOME-0239953: 1-35,222 (+)

IMGVR_UViG_3300045988_021844|3300045988|Ga0495776_059771: 1-34,879 (+)

MGV-GENOME-0238421: 1-34,986 (+)

MGV-GENOME-0241160: 1-35,396 (+)

IMGVR_UViG_3300045988_029640|3300045988|Ga0495776_143782: 1-35,238 (+)

IMGVR_UViG_3300045988_014817|3300045988|Ga0495776_059882: 1-34,921 (+)

IMGVR_UViG_3300029055_000012|3300029055|Ga0169617_100376: 1-35,074 (+)

MGV-GENOME-0238548: 1-35,007 (+)

MGV-GENOME-0236696: 1-34,647 (+)

MGV-GENOME-0231938: 1-33,702 (+)

MGV-GENOME-0238431: 1-34,988 (+)

IMGVR_UViG_3300045988_030168|3300045988|Ga0495776_059730: 1-34,867 (+)

OTU_3147: 1-35,305 (+)

MGV-GENOME-0244632: 1-33,363 (+)

MGV-GENOME-0257802: 1-35,500 (+)

MGV-GENOME-0238963: 1-35,070 (+)

MGV-GENOME-0240538: 1-34,928 (+)

MGV-GENOME-0238166: 1-34,932 (+)

MGV-GENOME-0238179: 1-34,935 (+)

IMGVR_UViG_3300045988_028618|3300045988|Ga0495776_059912: 1-34,932 (+)

IMGVR_UViG_3300045988_016369|3300045988|Ga0495776_059967: 1-34,960 (+)

MGV-GENOME-0239198: 1-35,106 (+)

MGV-GENOME-0256042: 1-33,833 (+)

IMGVR_UViG_3300045988_014576|3300045988|Ga0495776_162852: 1-33,221 (+)

IMGVR_UViG_3300045988_050709|3300045988|Ga0495776_144249: 1-35,369 (+)

IMGVR_UViG_3300045988_029632|3300045988|Ga0495776_059659: 1-34,840 (+)

IMGVR_UViG_3300045988_028692|3300045988|Ga0495776_101540: 1-34,760 (+)

IMGVR_UViG_3300045988_031874|3300045988|Ga0495776_125512: 1-34,691 (+)

IMGVR_UViG_3300023492_000016|3300023492|Ga0257037_100512: 1-35,296 (+)

IMGVR_UViG_3300029846_000224|3300029846|Ga0245279_100072|18820-54492: 1-35,673 (+)

IMGVR_UViG_3300045988_012422|3300045988|Ga0495776_160694: 1-33,673 (+)

IMGVR_UViG_3300045988_027321|3300045988|Ga0495776_154323: 1-33,374 (+)

IMGVR_UViG_3300014798_000185|3300014798|Ga0134382_1000022|30366-63067: 1-32,702 (+)

IMGVR_UViG_3300029380_000559|3300029380|Ga0243900_1000216|39072-74714: 1-35,643 (+)

IMGVR_UViG_3300029439_000332|3300029439|Ga0243904_1000102|55017-88918: 1-33,902 (+)

IMGVR_UViG_3300045988_017627|3300045988|Ga0495776_182647: 1-34,529 (+)

MGV-GENOME-0236431: 1-34,601 (+)

MGV-GENOME-0273876: 1-35,189 (+)

MGV-GENOME-0259299: 1-35,081 (+)

IMGVR_UViG_3300029840_000023|3300029840|Ga0245268_100878: 1-34,809 (+)

MGV-GENOME-0238104: 1-34,921 (+)

MGV-GENOME-0236640: 1-34,637 (+)

MGV-GENOME-0257233: 1-37,970 (+)

IMGVR_UViG_3300045988_027974|3300045988|Ga0495776_059943: 1-34,950 (+)

MGV-GENOME-0238244: 1-34,950 (+)

IMGVR_UViG_3300045988_082936|3300045988|Ga0495776_113565: 1-40,728 (+)

IMGVR_UViG_3300045988_020458|3300045988|Ga0495776_101012: 1-34,577 (+)

MGV-GENOME-0252660: 1-32,912 (+)

IMGVR_UViG_3300045988_016390|3300045988|Ga0495776_062632: 1-35,753 (+)

MGV-GENOME-0246642: 1-36,195 (+)

MGV-GENOME-0244961: 1-35,941 (+)

MGV-GENOME-0260006: 1-38,444 (+)

MGV-GENOME-0234006: 1-34,104 (+)

MGV-GENOME-0228687: 1-33,053 (+)

MGV-GENOME-0223345: 1-32,123 (+)

IMGVR_UViG_3300008672_000103|3300008672|Ga0111519_101007: 1-32,943 (+)

MGV-GENOME-0223905: 1-32,211 (+)

MGV-GENOME-0234307: 1-31,774 (+)

IMGVR_UViG_3300045988_033674|3300045988|Ga0495776_062559: 1-35,735 (+)

IMGVR_UViG_3300045988_032080|3300045988|Ga0495776_144208: 1-35,354 (+)

IMGVR_UViG_3300006502_000290|3300006502|Ga0100528_100424|20390-60311: 1-39,922 (+)

SRS143417_a1_ct870_vs01: 1-41,150 (+)

IMGVR_UViG_3300045988_112798|3300045988|Ga0495776_153370: 1-35,387 (+)

IMGVR_UViG_3300045988_049048|3300045988|Ga0495776_144891: 1-33,296 (+)

MGV-GENOME-0234255: 1-34,159 (+)

IMGVR_UViG_3300045988_150683|3300045988|Ga0495776_044007: 1-39,025 (+)

MGV-GENOME-0231527: 1-33,618 (+)

MGV-GENOME-4409451: 1-31,946 (+)

MGV-GENOME-0265660: 1-31,979 (+)

MGV-GENOME-0231832: 1-28,964 (+)

MGV-GENOME-0201639: 1-28,262 (+)

MGV-GENOME-0209901: 1-29,730 (+)

MGV-GENOME-0200841: 1-28,112 (+)

IMGVR_UViG_3300045988_081046|3300045988|Ga0495776_071869: 1-40,191 (+)

TemPhD_cluster_31774: 1-45,768 (+)

SAMEA1906422_b1_ct100_vs2: 1-55,750 (+)

MGV-GENOME-0198824: 1-27,763 (+)

MGV-GENOME-0198071: 1-26,701 (+)

MGV-GENOME-0199353: 1-26,723 (+)

MGV-GENOME-0206793: 1-26,493 (+)

MGV-GENOME-0190841: 1-23,226 (+)

MGV-GENOME-0176902: 1-21,294 (+)

OTU_5536: 1-20,866 (+)

MGV-GENOME-4397254: 1-27,755 (+)
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