
IMGVR_UViG_3300007566_000362|3300007566|Ga0104970_1000169|79-45154: 1-45,076 (+)

IMGVR_UViG_7000000224_000078|7000000224|SRS014573_WUGC_scaffold_37606: 1-41,072 (+)

IMGVR_UViG_3300008280_000004|3300008280|Ga0114267_100092: 1-43,124 (+)

SRS017713_a1_ct12974: 1-43,039 (+)

SAMEA2738151_b1_ct2: 1-43,644 (+)

MGV-GENOME-0283937: 1-42,966 (+)

IMGVR_UViG_3300045988_127396|3300045988|Ga0495776_019393: 1-42,966 (+)

IMGVR_UViG_3300007711_000018|3300007711|Ga0105642_1000070: 1-45,575 (+)

IMGVR_UViG_7000000268_000035|7000000268|SRS017533_Baylor_scaffold_1586: 1-43,986 (+)

IMGVR_UViG_3300008742_000014|3300008742|Ga0115672_100176: 1-43,335 (+)

IMGVR_UViG_3300006250_000019|3300006250|Ga0099391_100329: 1-43,729 (+)

SRS024107_a1_ct92632_vs01: 1-40,911 (+)

IMGVR_UViG_3300008628_000080|3300008628|Ga0111366_100036|13205-57754: 1-44,550 (+)

MGV-GENOME-0283851: 1-42,954 (+)

SRS014404_a1_ct4865_vs1: 1-49,100 (+)

IMGVR_UViG_3300008537_000285|3300008537|Ga0111051_100281|11214-51820: 1-40,607 (+)

MGV-GENOME-0208532: 1-29,488 (+)

uvig_460570: 1-53,809 (+)

20000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


