
TemPhD_cluster_44167: 1-31,020 (+)

uvig_314815: 1-30,209 (+)

TemPhD_cluster_9800: 1-31,533 (+)

uvig_576218: 1-29,519 (+)

MGV-GENOME-0219004: 1-31,387 (+)

TemPhD_cluster_44161: 1-31,037 (+)

TemPhD_cluster_63354_: 1-31,038 (+)

TemPhD_cluster_52283: 1-31,036 (+)

MGV-GENOME-0213395: 1-30,367 (+)

MGV-GENOME-0210247: 1-29,792 (+)

MGV-GENOME-0203601: 1-28,613 (+)

MGV-GENOME-0202508: 1-28,424 (+)

IMGVR_UViG_2609460184_000002|2609460184|2609540774|196683-229770: 1-33,088 (+)

IMGVR_UViG_2740892595_000002|2740892595|2741001748|198013-231116: 1-33,104 (+)

IMGVR_UViG_2772190614_000002|2772190614|2772192431|1-30656: 1-30,656 (+)

uvig_577357: 1-39,772 (+)

SAMN01774324_a1_ct2905_vs1: 1-45,900 (+)

uvig_317334: 1-41,316 (+)

10000 nt

virulence (VFDB) anti-defence (dbAPIS)


