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TemPhD_cluster_44167:1-31,020 (+)
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[ OPECE 0OEDOH 0 0 T D M- KKEINBEE O-D-DADEDD

-_—
TemPhD_cluster_9800: 1-31,533 (+)
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uvig_576218:1-29,519 (+)
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MGV-GENOME-0219004: 1-31,387 (+)
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TemPhD_cluster_44161:1-31,037 (+) u
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TemPhD_cluster_63354_: 1-31,038 (+)
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TemPhD_cluster_52283: 1-31,036 (+)
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MGV-GENOME-0213395: 1-30,367 (+)
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MGV-GENOME-0210247:1-29,792 (+)
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MGV-GENOME-0203601: 1-28,613 (+)

MGV-GENOME-0202508: 1-28,424 (+)

uvig_317334:1-41,316 (+)
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