JEEKHC KK
MGV-GENOME-0106901: 1-16,155 (+) K
JEEH-C KK
MGV-GENOME-0103834: 1-15,917 (-) K K
G KKK
MGV-GENOME-0097800: 1-15,470 (+) K
R KK
uvig_310456: 1-16,486 (+) K K K K
G KK
uvig_241945:1-16,407 () K K K
OEEKCHC KKK
MGV-GENOME-0105816: 1-16,070 (+) K K
JEEHC KK
MGV-GENOME-0106796: 1-16,148 (+) K
A KK
MGV-GENOME-0113994: 1-16,727 (-) K K K
EEECHC KO
uvig 342351:1-16,004 (-) K K K
EEECHC KKK
MGV-GENOME-0113544:1-16,687 (-) K K
EECC 1K
MGV-GENOME-4329186: 1-16,417 (-) K
A KK
uvig 483347:1-15,951 (-) K K
A KK KK
uvig_440837_: 1-15,404 (-) K K K
OEECHC K
SAMEA2737773 b1 ct56 vs2:1-16,326 (+) K K
OEEC = KHICKEK
MGV-GENOME-0113664: 1-16,697 (-) K
K KK
uvig_239967:1-16,115 (+) K K K
KK KK
MGV-GENOME-0114971: 1-16,808 (+) K K K
R KK
uvig_237800: 1-16,134 (-) K K K K
AEAE - KK
MGV-GENOME-0119035: 1-17,160 (-) K
R KK
uvig_13803: 1-15,955 (+) K K K K
G KK
MGV-GENOME-0119995:1-17,239 (-) K
K K
SAMEA2737716_al ct9168 vs1:1-16,653 (+) K
EE K KK
MGV-GENOME-0112406: 1-16,596 (-) K
EECC KK
uvig 249135:1-16,349 (+) K K K
AEEC KK
MGV-GENOME-0111187:1-16,497 (-) K
I K
MGV-GENOME-0109757:1-16,378 (+) K K
A IO
uvig_321499:1-16,314 (-) K K K K
R K
MGV-GENOME-0116868:1-16,977 (+) K
EEK K KK
uvig 483609: 1-16,141 (+) K K K
K
uvig_250566: 1-15,873 (+) K K K}< Kj_< K
O €
MGV-GENOME-0101982: 1-15,781 (+) K K}< Kj_< K
K
MGV-GENOME-0103261: 1-15,875 (-) K K}< Kj_< K
KK
MGV-GENOME-0104668: 1-15,982 (-) K]< Kj_< K
KK
MGV-GENOME-0109318: 1-16,342 (+) K]< Kj_< K
KK
SAMNO05414985 a1l ct121022 vs1:1-16,870(-) K KJ( Kj_<
CHICH
Han_2018_ERR1398081_NODE_903_length_16648 _cov_340.260073: 1-16,648 (-) K}< Kj_< K
O O
MGV-GENOME-0109245: 1-16,337 (-) K K}< Kj_< K
KKK
MGV-GENOME-0121635:1-17,384 (-) K K:K Kj_<
K K KKK K

MGV-GENOME-0106441:1-16,120 (+)

MGV-GENOME-0118441:1-17,111 (+)

K

uvig_548099:1-17,810 (+)

K

K (K (K K K N
MGV-GENOME-0096513: 1-15,371 (+)
) K (K (I KK K K 1—ad
uvig_252765:1-14,906 (-)
K KK S S K
MGV-GENOME-0102376: 1-15,810 (+)
K KK (X O K K HACH
MGV-GENOME-0093170: 1-15,125 (-)
(K K KK K
MGV-GENOME-0098709: 1-15,535 (-)
(K (I KHICK K
MGV-GENOME-0113918: 1-16,720 (-)
K (K (X K
MGV-GENOME-0114883:1-16,799 (+)
K K (K it KKK K
MGV-GENOME-0105935: 1-16,080 (-)
( K KK it KK
MGV-GENOME-0118366: 1-17,105 (+)
, { (K (K KK K
uvig_540703: 1-15,711 (+)
(K O KK K <K
MGV-GENOME-0081505: 1-14,105 (-)
KK (K CHICK K K@
MGV-GENOME-0094880: 1-15,252 (-)
K (K (K CHECK K KRG
MGV-GENOME-0093234: 1-15,129 (-)
) K KK (K K K K KA
uvig_53689:1-14,664 (-)
KK (K K K K-
MGV-GENOME-4307994: 1-14,765 (-)
) K (K St KK K K —
uvig_367123:1-14,493 (-)
A ( (K (K KK K
uvig 27227:1-15,551 (+)
K (K i KK K K-
uvig_196984:1-15,487 (+)
K (K (K K=K K
MGV-GENOME-0100364: 1-15,658 (-)
, K (K Wt K K
uvig_220127:1-15,244 (-)
(K St KK K KCHICKE
MGV-GENOME-0093037: 1-15,115 (-)
) ( K KK (X KK K
uvig_190743: 1-15,644 (+)
K (K S KK K
MGV-GENOME-0100280: 1-15,650 (-)
A KX K (K (K KK K
uvig_558340: 1-16,155 (+)
, 3 K SO O K K
uvig_102777:1-15,631 (+)
, K (K St O €
uvig_300229: 1-16,469 (-)
K K X i KK
uvig 485226:1-17,172 (+)
A KX (K e KK K
uvig_575822:1-16,477 (-)
K (K (K KK K
SAMN10080892_al ct1478 vs1:1-16,354 (+)
K (K (K O K
MGV-GENOME-0111601:1-16,531 (+)
K (K (K I K
Monaco_ MBA1747 _NODE_60_length 16792 cov_348.210731:1-16,792 (+)
K (K K KK
MGV-GENOME-0112871:1-16,635 (-)
K KK K KKK
MGV-GENOME-0111022: 1-16,483 (+)
{ K OE-ECHC— KK
MGV-GENOME-0118299:1-17,099 (+)
K KK K KK

SAMNO5414949 a1 ct122380_vs1:1-16,359 (+)

K GEE - KO K KK
MGV-GENOME-0096974: 1-15,409 (+)
_ K (K (K K ]
uvig_396213:1-17,163 (+)
K K (KX KKK = K=K K
MGV-GENOME-0141051: 1-19,406 (+)
K KK KK < K KK
MGV-GENOME-0129485: 1-18,144 (-)
KK CKERKCKEK = K K
uvig_338447:1-17,215 (+)
(K KK < KK
MGV-GENOME-0115467: 1-16,850 (-)
K (K KX B K K
MGV-GENOME-0140201: 1-19,305 (-)
K K (K KK = KK K
MGV-GENOME-0139247:1-19,199 (-)
K (K KK . KK K
MGV-GENOME-4357901: 1-19,368 (+)
K (K K =
MGV-GENOME-0147420: 1-20,160 (-)
K (K (K B
MGV-GENOME-0147180: 1-20,129 (-)
K KK (K =
MGV-GENOME-0144825: 1-19,848 (-)
K K (K KX B K K
MGV-GENOME-0137962: 1-19,050 (+)
) KK (K KK = O € O K
uvig_24010: 1-19,529 (-)
K (K KKK KKK K
MGV-GENOME-0141225:1-19,426 (-)
KK O = KK K
MGV-GENOME-0136269: 1-18,867 (+)
, KX K (K KK = KK K K
uvig_340835: 1-18,629 (+)
KK K (K KK B K
MGV-GENOME-0149196: 1-20,391 (+)
K (K (K R
MGV-GENOME-0147065: 1-20,113 (-)
K KK KK n K
MGV-GENOME-0147750: 1-20,201 (+)
K K (K KKK =
MGV-GENOME-0149205: 1-20,392 (+)
K (K (K X
MGV-GENOME-0145124:1-19,881 (+)
K (K K = KK
SAMNO09781724 a1l ct58808_vs1:1-19,654 (+)
K (K KK e K
MGV-GENOME-0147954: 1-20,226 (+)
K (K (KKK I K RO
SAMN11893770 a1l ct4564 vs1:1-19,308 (-)
K (K (K =
MGV-GENOME-0147455: 1-20,163 (-)
K K KK (K =
uvig_17759:1-19,660 (-)
K (K KK = KHICK K
MGV-GENOME-0149301: 1-20,405 (+)
K K (K (K e K
MGV-GENOME-0149828: 1-20,469 (-)
K (K (K n
Rampelli_SM_03_NODE_366_length_19720_cov_7.654971:1-19,720 (-)
K K (K K = K
MGV-GENOME-0149563: 1-20,437 (+)
, ( K (K KK R O € O K K
uvig 591624:1-19,243 (+)
K (K KK < KK K
SAMNO03283292 al ct201536 _vs1:1-19,799 (+)
K K KK < KHICK
SAMN10080899_a1 ct37941 vs1:1-19,949 (+)
_ K CHEKCKEK ¢ € O K HEAAH
IMGVR_UViG_3300045988_120007|3300045988|Ga0495776_039634:1-18,214 (+)
K K (KK B KKK K HE—
MGV-GENOME-0125174: 1-17,716 (-)
- K X K (K KK n
uvig 417257:1-20,373 (+)
K KK (K = K
MGV-GENOME-0151256: 1-20,658 (+)
K KK K < K K
SAMN11252276 al ct82115 vs1:1-19,939 (+)
KX K (K KK = KHICK K
uvig_591053:1-19,722 (-)
K KK (K = K
MGV-GENOME-0145783: 1-19,958 (+)
K (K O KKK K H—AdAdr-
MGV-GENOME-0139680: 1-19,246 (-)
_ K ¢ 1K B KK
IMGVR_UViG_3300045988_136351[3300045988|Ga0495776_107806: 1-20,450 (+)
KX K KKK < KK K HAOO—
MGV-GENOME-0141150: 1-19,416 (+)
K (K G CHICK K HIAAd-
MGV-GENOME-0129475:1-18,143 (-)
K (CHKEK < KK K KO

uvig_382178:1-17,303 (+)

MGV-GENOME-0083314: 1-14,267 (-)

K

K

uvig_288204: 1-17,279 (+)

MGV-GENOME-0121991:1-17,415 (+)

MGV-GENOME-0081079:1-14,071 (-)

8000 nt

K




